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Abstract

Episodic memory depends on interactions between the hippocampus and interconnected
neocortical regions. Here, using data-driven analyses of resting-state functional magnetic
resonance imaging (fMRI) data, we identified the networks that interact with the hippocam-
pus—the default mode network (DMN) and a “medial temporal network” (MTN) that included
regions in the medial temporal lobe (MTL) and precuneus. We observed that the MTN plays
a critical role in connecting the visual network to the DMN and hippocampus. The DMN
could be further divided into 3 subnetworks: a “posterior medial” (PM) subnetwork com-
prised of posterior cingulate and lateral parietal cortices; an “anterior temporal” (AT) subnet-
work comprised of regions in the temporopolar and dorsomedial prefrontal cortex; and a
“medial prefrontal” (MP) subnetwork comprised of regions primarily in the medial prefrontal
cortex (MPFC). These networks vary in their functional connectivity (FC) along the hippo-
campal long axis and represent different kinds of information during memory-guided deci-
sion-making. Finally, a Neurosynth meta-analysis of fMRI studies suggests new hypotheses
regarding the functions of the MTN and DMN subnetworks, providing a framework to guide
future research on the neural architecture of episodic memory.

Introduction

Episodic memory allows us to relive past events that happened at a particular place and time
[1]. Most research investigating the neurobiology of episodic memory retrieval has focused on
the hippocampus and medial temporal lobe (MTL) cortex [2-4], but it is generally assumed
that the hippocampus supports memory by integrating information represented across distrib-
uted areas in the neocortex [5]. Consistent with this idea, functional magnetic resonance imag-
ing (fMRI) studies of memory retrieval have shown activity and connectivity in a cortico-
hippocampal network composed of medial and lateral parietal, lateral temporal, and medial
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prefrontal (MP) neocortical regions along with the MTL [6-10], and lesion studies have
shown that damage within this network can cause amnesia [11].

This distributed set of cortical regions that is recruited during episodic retrieval overlaps
extensively with regions that comprise the default mode network (DMN). The DMN is a large-
scale network that is typically identified in studies that use intrinsic functional connectivity
(FC) analysis of fMRI data [12], and some studies suggest that the DMN can be differentiated
into different subnetworks [13-15]. One approach to partition the DMN has been to view
DMN subnetworks as an extension of the connectivity differences within the MTL [16-18].
Guided by neuroanatomical studies of MTL connectivity in rodents and nonhuman primates
[19-22], studies of intrinsic FC in fMRI data [23-26] have differentiated between cortical
regions that preferentially affiliate with the perirhinal cortex and anterior hippocampus and
cortical regions that preferentially affiliate with the parahippocampal cortex and posterior hip-
pocampus [27,28]. For example, Libby and colleagues [24] demonstrated that the parahippo-
campal cortex has relatively higher FC with a network of posterior medial (PM) cortical
regions, including the posterior cingulate and retrosplenial cortex and posterior hippocampus,
whereas the perirhinal cortex has relatively higher connectivity with a network of anterior tem-
poral (AT) cortical regions, including the orbitofrontal and temporopolar cortex and anterior
hippocampus. Drawing on these findings, Ranganath and Ritchey [29] reviewed evidence con-
verging on the idea that PM and AT networks support different aspects of memory-guided
behavior. This “PM/AT framework” has provided a valuable framework for interpreting mem-
ory phenomena in imaging [9,30-32], stimulation [33,34], and disease [35-37]. However,
recent work has come to question the homogeneity of the PM network [38], with several stud-
ies highlighting a dissociation between parahippocampal cortex, retrosplenial cortex, and pre-
cuneal cortex from posterior cingulate cortex (PCC) [39,40] under conditions that seem to tax
perceptual, relative to abstract event processing, or scene relative to face processing.

A second approach to segmenting the DMN has used data-driven methods, and these stud-
ies have also found partially conflicting network delineations [15,41,42]. These studies have
generally partitioned the DMN into 3 subnetworks: an MTL subnetwork, a midline subnet-
work of posterior cingulate and medial prefrontal cortex (mPFC), and a third network com-
posed of dorsal mPFC, lateral temporal, and ventrolateral prefrontal cortex, but have focused
largely on cortical regions. It is unclear, however, whether these data-driven, cortical network
parcellations are relevant to understanding episodic memory or task-related recruitment of
cortico-hippocampal networks [43,44].

In the present study, we sought to use the data-driven approaches previously used to char-
acterize large-scale cortical networks to provide a comprehensive characterization of the cor-
tico-hippocampal networks that contribute to episodic memory. Using a whole-brain, data-
driven approach to examine FC in resting-state fMRI, we sought to (1) identify and partition
the DMN into subnetworks and examine whether these subnetworks converge with the PM/
AT framework; (2) examine the connectivity of the hippocampus to the identified networks;
and (3) determine whether these cortico-hippocampal networks play different roles in episodic
memory.

Results
Data-driven partition of neocortical networks

Our first objective was to use a data-driven approach to identify large-scale resting-state net-
works. Using 25 minutes of resting-state fMRI data acquired from 40 participants, we parti-
tioned the brain into canonical resting networks using state-of-the-art techniques [45]. We
extracted the average confound-corrected time series from each region in a recently published
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atlas of the human neocortex [46] and computed Fisher z-transformed Pearson correlations
between the time series of each cortical region and every other cortical region. We then created
a group-averaged FC matrix to be used for community detection. The Louvain community
detection algorithm [47] was run for 1,000 iterations, tuning the resolution (how large or small
communities might be) across a range of resolution parameters to identify a partition solution
that showed both high network modularity (i.e., higher within community connectivity than
would be expected by chance) and high network grouping consistency (quantified using the z-
Rand index [45,48]). The solution was also subject to a qualitative criterion that the partition
should separate the primary sensory networks [45]. The resolution parameter of gamma =
2.005 satisfied our criteria and produced a network partition (Fig 1) that corresponds closely
with previously reported partitions in other recent studies [45,49,50]. This partition identified
the DMN, but, interestingly, some areas (such as the parahippocampal cortex, precuneus, and
perirhinal cortex) that are often identified as part of the DMN were grouped within a separate
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Fig 1. Louvain community detection identifies large-scale resting-state networks. (A) Inflated cortical surface, colored according
to community membership. (B) Connectivity matrix reordered by community to demonstrate the community structure of the
group-averaged brain. Colors along the axis demonstrate which rows/columns belong to a given community. Color bar represents
Fisher Z-transformed correlation values. (C) Force-directed graph of the group-averaged networks color coded by community
membership of the selected partition created using the ForceAtlas2 algorithm [54]. Attn, attention; DMN, default mode network;
Front Par, frontoparietal; MTN, medial temporal network; Som-Mot, somatomotor. Data can be found at https://github.com/ajbarn/

https://doi.org/10.1371/journal.pbhio.3001275.g001

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 3/34


https://github.com/ajbarn/hippo_nets
https://github.com/ajbarn/hippo_nets
https://doi.org/10.1371/journal.pbio.3001275.g001
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

network that included MTL and parietal regions. This set of regions overlaps with what has
been previously described as the MTL network [13], or the contextual association network
[51], and coactivates particularly during recall of places [52,53]. Here, we will describe this net-
work as the medial temporal network (MTN).

To provide internal validation of our partition, we split our dataset into 2 equal-sized sub-
samples and repeated the community detection procedures. We observed very high consis-
tency across the 2 split-halves, with an adjusted z-Rand index of z = 172, p < 0.0001, and 95%
of regions were given the same label in both halves comparable to the split-half analysis per-
formed by Ji and colleagues [45] (split-half results shown in S1 Fig). Importantly, we observed
the same expression of resting networks, including the DMN and MTN.

To provide external validation of our partition, we acquired an openly available resting-
state fMRI dataset from OpenNeuro.org acquired on a 3T scanner (https://openneuro.org/
datasets/ds000243/versions/00001). We used 69 participants from this dataset following pre-
processing and data quality checks. The total scan length, per subject, was 12.8 minutes on
average, and methodological details for data collection have been reported in previous publica-
tions [52,53]. Community detection was, again, repeated on this secondary dataset following
identical preprocessing procedures, and we observed comparable delineations of these canoni-
cal networks (shown in S2A Fig). Between the primary and secondary datasets, we observed
strong partition consistency with an adjusted z-Rand index of z = 150, p < 0.0001, and 93% of
regions were given the same label in both datasets. The only major difference in network par-
cellations across the 2 datasets was that, in the secondary dataset, temporal polar regions differ-
entiated into a single community that was disconnected from all of the other networks. We
observed that these regions had low FC (S2B Fig) and low temporal signal-to-noise ratio
(tSNR) in the secondary dataset (see S3 Fig for comparison of tSNR between datasets). Accord-
ingly, there is good reason to believe that the isolated network of temporal polar regions in the
secondary dataset is related to poor data quality in the AT lobes. Given the results of the split-
half analysis reported above and the fact that our acquisition sequence showed superior data
quality in the medial and AT lobes, we can be confident in the identification of communities
in the AT region in the University of California, Davis dataset.

We next interrogated the FC between the networks defined above and the hippocampus.
We segmented the hippocampus in each participant using FreeSurfer v6.0 (http://surfer.nmr.
mgh.harvard.edu/ [55]) and then manually segmented it further into anterior and posterior
regions, as these subdivisions of the hippocampus are known to have somewhat different
functional properties [16,20]. The posterior hippocampus was defined as all the hippocampus
posterior to the last slice of the uncal apex [16]. We calculated the connectivity of the hippo-
campus to every cortical region in the atlas and averaged together FC weights of cortical
regions within the same network based on network affiliations. This was done for each partici-
pant. Moreover, 1-sample t tests revealed that 2 networks were functionally connected to every
hippocampal region of interest (ROI) in our sample—the DMN and the MTN (DMN range: ¢
(38) =10.7 to 12.9, all p < 0.001; MTN range: #(38) = 4.2 to 9.3, all p < 0.01). The language net-
work and somatomotor network both showed significant anterior, but not posterior hippo-
campal connectivity (see S1 Table). The robust connectivity of the MTN and DMN to the
hippocampus corroborates previous investigations of hippocampal connectivity [56].

Network analyses support an interfacing role of the MTN

A recent review discussing the heterogeneity within the PM network suggested that parahippo-
campal and lateral parietal cortex interface with lower-level sensory cortex in service of higher-
order feature representation (i.e., perspective invariant representation of items and spaces)
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prior to binding in the hippocampus [29,38,57]. They also note that these regions interface
with other DMN regions such as the mPFC and PCC (regions found in the DMN, here) that
track long timescale event structure and provide conceptual knowledge pertaining to event
schemas [38,58]. Thus, the MTN may serve as a bridge between external, low-level perception
in the visual network and the hippocampus and DMN. By plotting the structure of the network
connections in Fig 2A (left), we do indeed see that the MTN shows FC with both the DMN,
hippocampus, and the visual network. Treating the brain as an abstract graph [59], we sought
to test the hypothesis that the MTN mediates network communication between the visual net-
work and the DMN and hippocampus. To do so, we used graph theory to calculate the shortest
path length between the visual network and the DMN and hippocampus. Path length refers to
the shortest number of links that needs to be traversed to link one node in a network to a target
node [59]. If 2 regions are directly connected by a strong link, they will have a short path
length, whereas if they are indirectly connected via multiple intermediate nodes, then they
would have a longer path length. To examine the influence of the MTN on internetwork com-
munication between the DMN and visual network, we compared the path length between the
visual network and DMN when the MTN was removed relative to the path length when we
removed all other networks. If the MTN mediates the connectivity between the visual network
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Fig 2. Removal of the MTN disproportionately decreases the network connectivity of the DMN and visual network. (A) Force-
directed graph of the group-averaged networks color coded by community membership of the selected partition created using the
ForceAtlas2 algorithm [54] with the MTN present (left) and with the MTN excluded (right). (B) Boxplots displaying the path length
between the DMN and visual network or the path length between the hippocampi and visual network following removal of each
network. *** p < 0.001. Ant, anterior; Attn, attention; AUD, auditory; DAN, dorsal attention network; DMN, default mode network;
FP, frontoparietal; LANG, language; MTN, medial temporal network; Post, posterior; SAL, salience; SM, somatomotor; Som-Mot,
somatomotor; VIS, visual. Data can be found at https://github.com/ajbarn/hippo_nets.

https://doi.org/10.1371/journal.pbio.3001275.9002
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and DMN and hippocampus, then removal of the MTN should disproportionately increase
the average path length between visual network and DMN over and above any path length
increases caused by removal of all other networks. This was done at the individual subject level
to determine the significance of the effect and is similar to methods used by [60].

We found that, across subjects, removal of the MTN led to a disproportionately large
increase in DMN-visual network path length compared to removal of any other network (all
t(39) > 6.7, p < 0.001; Fig 2B), indicating that the MTN plays a critical role in cross-network
communication between the visual network and DMN. Importantly, this effect cannot be
explained simply by the number of nodes removed from the whole network, as the MTN has
fewer nodes (30 nodes) than the somatomotor (34 nodes), salience (35 nodes), frontoparietal
(44 nodes), and auditory (33 nodes) networks. To further confirm this, we randomly removed
30 nodes from each subject’s network (excluding DMN and visual nodes) and recalculated the
path length values. This was performed 1,000 times, and we compared the DMN-visual net-
work path length of the true removal of the MTN nodes compared to the distribution of
DMN-visual network path length following random node removals. We observed that the
MTN removal still resulted in greater average path length between the DMN and visual net-
work relative to removal of random nodes, #(39) = 9.4, p < 0.001.

However, another explanation for this effect is that the MTN is spatially the most proximal
to both the visual network and DMN within the brain. Thus, we identified a set of 32 non-
MTN regions that was matched for Euclidean distance to both the visual and DMN compared
to the MTN. Removal of the MTN nodes still resulted in a significantly higher path length
between the DMN and visual network compared to removal of these spatially proximal
matched control regions, #(39) = 5.5, p < 0.001. Further, removal of these control regions was
not significantly different in terms of the resultant path length compared to the frontal parietal
network removal, #(39) = 0.7, p = 0.5, although it was significantly higher than removal of the
other networks (all £(39) > 3.2, all p < 0.001). Another possible explanation is that due to the
high level of connectivity between the DMN and MTN, removal of the MTN will nonspecifi-
cally lead to a disproportionate increase in path length of the DMN to all other networks.
However, the path length effects caused by removal of the MTN were specific to the DMN-
visual network path lengths (54 Fig).

As mentioned above, it is well known that MTL regions such as the perirhinal and parahip-
pocampal cortex provide the hippocampus with higher-order representations of objects and
scenes [4,61]. Therefore, we repeated the previous analysis, this time examining the effects of
MTN removal on the path length between the hippocampus and visual network. We observed
that removal of the MTN led to greater path length between the hippocampus and visual net-
work compared to removal of any other networks (all £(39) > 6, p < 0.001; Fig 2B). Again,
MTN removal led to disproportionately higher path length than removal of random nodes (¢
(39) =3.15, p = 0.003). To account for spatial proximity, as above, we identified a set of 31
non-MTN regions that was matched for mean Euclidean distance to the hippocampus and
visual network relative to the MTN. Removal of these spatial control nodes was not sufficient
to account for the effects of MTN removal, as removal of the MTN still led to significantly
greater increase in path length, #(39) = 7, p < 0.001. This effect was specifically between the
hippocampus and visual network path length, rather than leading to disproportionately higher
path length between the hippocampus and any other network (S5 Fig).

Partitioning the DMN

We next sought to identify whether the DMN could be broken up into subnetworks using sim-
ilar methods that we used in our whole-brain network partition. We selected the DMN regions
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identified in our whole-brain partition and performed Louvain community detection on the
functional connections between the regions in the network. This was done for 1,000 iterations
across a range of resolution parameters, and we again selected the partition yielding the highest
modularity and stability. The solution with the highest modularity-weighted stability produced
a partition of the DMN with 3 communities which we refer to as the PM subnetwork, the AT
subnetwork, and the MP subnetwork. The PM subnetwork and AT subnetwork were named
as such based on their resemblance to previous spatial maps of these networks [24]. The PM
subnetwork included PCC, anterior retrosplenial cortex, posterior angular gyrus, and dorsal
prefrontal cortex. The AT subnetwork included temporopolar cortex, lateral orbitofrontal cor-
tex, temporoparietal junction, and dorsomedial prefrontal cortex. The MP subnetwork
included mPFC regions and the entorhinal cortex (Fig 3).
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Fig 3. The DMN can be partitioned into 3 interconnected subnetworks. (A) FC matrix organized by subnetwork.
Color bar represents Fisher Z-transformed correlation values. (B) Inflated cortical surface, colored according to
community membership of subnetworks. AT, anterior temporal; DMN, default mode network; FC, functional
connectivity; MP, medial prefrontal; PM, posterior medial. Data can be found at https://github.com/ajbarn/hippo_
nets.

https://doi.org/10.1371/journal.pbio.3001275.9003

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 7/34


https://github.com/ajbarn/hippo_nets
https://github.com/ajbarn/hippo_nets
https://doi.org/10.1371/journal.pbio.3001275.g003
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY Functionally distinct cortico-hippocampal networks

To visualize the topology of connections between these DMN subnetworks and the other
large-scale networks defined earlier, we constructed a force-directed graph in abstract graph
space (Fig 4). The ForceAtlas2 algorithm was used to construct the layout by modeling the
graph as a physical system in which nodes repel each other and the FC between the nodes act
as springs [54]. Regions within the PM subnetwork tightly clustered, and several nodes showed
prominent cross-network connectivity with the MTN and frontoparietal network. The AT
subnetwork showed cross-network interactions with the language and frontoparietal network,
and the MP subnetwork was less clustered with fewer out of DMN connections.

To quantify the diversity of connections in the DMN subnetworks to the rest of the brain,
we calculated participation coefficients—a graph theory metric that describes the extent to
which a node’s functional connections are spread across different communities. Nodes with a
high participation coefficient are connected not only within their own community, but also
communicate relatively more with nodes in other communities. This makes them well posi-
tioned to serve as regions that can integrate information from or coordinate activity toward
multiple communities. Disruption of such nodes can lead to altered network function and cog-
nitive impairment [62-65]. Here, we examined the diversity of connections for the nodes in
each of the DMN subnetworks to examine how information may be assimilated into the DMN
from communities across the brain and how information may be integrated within the DMN
itself. Of the subnetworks, the AT subnetwork had the greatest diversity of connections to
nodes outside of the DMN (AT > PM: #(43) = 3, p = 0.004; AT > MP: #(32) = 2.7, p = 0.01). As
shown in Fig 4B, the PM subnetwork had several nodes with relatively high participation.
These nodes connect to MTN, and the frontoparietal network, but the majority of the PM sub-
network showed less out of network connectivity. The MP subnetwork, on the other hand, had
relatively low participation outside of the DMN.

We next addressed the extent to which nodes in the DMN showed diverse connectivity
with nodes in the other DMN subnetworks. Interestingly, regions in the MP subnetwork
exhibited the highest participation coefficients across the DMN subnetworks (MP > PM:
£(28) =2.7,p = 0.01; MP > AT: (35) = 3.7, p < 0.001). These findings substantiate what can be
seen in Fig 4A—that nodes in the MP subnetwork are positioned to integrate information
across DMN subnetworks, whereas nodes in the AT subnetwork may interface with networks
outside of the DMN.

Cortico-hippocampal network connectivity

Having identified cortical networks and subnetworks that connect to the hippocampus (cor-
tico-hippocampal networks), we then examined whether these networks showed a preference
in connectivity along the hippocampal long axis. Previous research has shown differential FC
along the long axis of the hippocampus [24,28,66,67], with the anterior hippocampus demon-
strating greater connectivity to orbitofrontal cortex and temporal pole and the posterior hip-
pocampus demonstrating greater connectivity to retrosplenial cortex and precuneus. We,
therefore, hypothesized that the anterior hippocampus should have preferential connectivity
to the AT subnetwork, whereas the posterior hippocampus would have preferred connectivity
with the PM subnetwork. These predictions were partially confirmed by our findings. The
anterior hippocampus showed stronger connectivity to the AT and MP subnetworks (#(37) =
8.2, p < 0.00001; £(37) = 6.5, p < 0.00001), and the posterior hippocampus showed stronger
connectivity to the MTN than the anterior hippocampus (#(37) = 2.6, p = 0.01), but there was
no significant difference in anterior and posterior hippocampal connectivity with the PM sub-
network (#(37) = .41, p = 0.68) (Fig 5A). To determine whether these differences were evenly
spread across the networks or driven by particular regions within the networks, we contrasted
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Error bars show 95% confidence interval. (B) T-contrast of anterior hippocampal connectivity versus posterior
hippocampal connectivity, with warm colors showing regions that had stronger anterior hippocampal connectivity and
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network; PM, posterior medial; Post, posterior. * p < 0.05, *** p < 0.001. Data can be found at https://github.com/
ajbarn/hippo_nets.
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anterior and posterior hippocampal connectivity at a region-to-region level. As expected from
the network-level analysis, we observed significantly greater anterior hippocampal connectiv-
ity to MP, AT, and also anterior medial temporal cortex, whereas the posterior hippocampus
had significantly greater connectivity to the parietal occipital sulcus, precuneus, and dorsal
PCC. Thus, the anterior—posterior differences are fairly consistent in the AT and MP subnet-
works, but within the MTN, the overall anterior—posterior differences are driven by relatively
higher posterior hippocampal connectivity in the medial parietal cortex (Fig 5B).

Based on neuropsychological evidence demonstrating distinct functional roles of the left
and right hippocampus [68-70], we next investigated whether the left and right hippocampus
differed in their connectivity to the cortical networks. We observed significant hemispheric
laterality effects with the right hippocampus having greater connectivity to the MTN than the
left (#(37) = 3.8, p = 0.0001) and the left hippocampus having greater connectivity to AT sub-
network (#(37) = 2.6, p = 0.01). There was no significant laterality effect in the PM (¢#(37) =
0.29, p = 0.77) and MP subnetworks (#(37) = 0.98, p = 0.33). This connectivity difference might
help to explain differentiated function of the left and right hippocampus.

Regions within the same community represent similar kinds of
information during a memory task

We next sought to determine whether network membership was related to functional rele-
vance of these subnetworks using an independent dataset in which participants performed a
memory retrieval task (described in Mizrak and colleagues [71] and in Methods section) by
examining the representational profile similarity between regions within the same network or
in different networks [17,72]. Multivoxel pattern similarity was calculated between trials,
which created a trial-by-trial representational similarity matrix for every ROI in our cortico-
hippocampal networks. Here, we assume that trial-by-trial fluctuations in pattern similarity
for a given ROI are driven by trial-by-trial fluctuations in features for which the ROI is sensi-
tive. These fluctuations across trials represent the ROI’s representational profile. We sought to
determine whether regions within the same network had greater similarity in their representa-
tional profiles—and thus represent similar features—compared to regions outside their
network.

Here, we calculated the similarity of representational profiles between ROIs by correlating
each ROI’s representational similarity matrix to every other ROIL. We then averaged the repre-
sentational profile similarities for pairs of ROIs within the same network to create a mean
within-network similarity value, for each subject (we removed the similarity of each ROI with
itself to avoid inflating the within-network similarity). To create a mean between-network sim-
ilarity value, for each subject, we averaged together the representational profile similarity val-
ues for pairings of ROIs that were in different networks. For the cortico-hippocampal
networks identified, we contrasted the mean within-network similarity with the mean
between-network similarity using a repeated measures ANOVA and observed that regions
within the same network had higher profile similarity compared to regions in different net-
works, #(21) = 18.5, p < 0.001 (Fig 6). This effect persists even when accounting for the similar-
ity in trial-by-trial mean BOLD activity (#(21) = 12.1, p < 0.001), suggesting it is not simply a
result of univariate activity similarity.

Another possible explanation of these findings is that regions in the same network tend to
be closer in spatial proximity, and there is some spatial nonindependence of adjacent ROIs of
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Fig 6. Regions show higher representational profile similarity with community members compared to regions in other
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these representational effects. To account for this spatial proximity, we created an ROI-by-
ROI distance matrix by calculating the Euclidean distance between the center of gravity of all
pairs of ROIs. We then regressed out the influence of spatial proximity from the representa-
tional profile matrix using this distance matrix and repeated the analysis. After statistically
removing the influence of spatial proximity, we still observed that ROIs within the same net-
work had greater representational profile similarity compared to pairs of ROIs in different net-
works, #(21) = 9.3, p < 0.001.

Neurosynth decoding

Having found evidence that regions within the same cortico-hippocampal networks carry sim-
ilar information, we next ran a meta-analysis on Neurosynth [73]—a neuroimaging database
with results from over 10,000 studies—to better understand the role these networks may play
in cognition. Neurosynth enables meta-analyses of whole-brain activation maps associated
with specific terms used in cognitive neuroimaging studies. We correlated meta-analytic acti-
vation maps of every term in the Neurosynth database with the binarized volumetric mask of
each cortico-hippocampal network (i.e., 1 mask for each network comprised of every ROI in
the network in MNI space). By examining the top cognitive terms associated with each net-
work we observed that the term “autobiographical” was the only term that was among the top
20 terms identified in all 3 networks. Activation in the MTN and PM subnetwork was dispro-
portionately associated with studies involving “episodic memory,” whereas this term did not
appear in the top 20 search terms for the AT and MP subnetworks (Fig 7). The MTN also
showed strong overlap with meta-analytic maps for preference for navigation (r = 0.15) and
scenes (r = 0.12), and the PM subnetwork showed strong overlap with self-referential
(r=0.13) and theory of mind terms (r = 0.08). The top terms associated with AT subnetwork
related to theory of mind (r = 0.22), intentions (r = 0.17), mental states (r = 0.22), and social
cognition (r = 0.19), while the top terms associated with MP subnetwork were value (r = 0.17),
fear (r = 0.16), emotion (r = 0.16), and terms related to emotional valence (r = 0.14). Weight-
ings for each network are available in S2 Table.
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Discussion

In the present study, we used data-driven analyses of resting-state fMRI to identify and com-
prehensively characterize cortico-hippocampal network connectivity. Analyses showed that
the MTN, a cluster of regions in the medial temporal and dorsomedial parietal lobes, could be
differentiated from the DMN, and we replicated this finding in a secondary dataset. We also
found that the DMN could be meaningfully subdivided into 3 subnetworks: the PM subnet-
work, encompassing the posterior cingulate, retrosplenial, lateral parietal, and dorsal lateral
prefrontal cortex; the AT subnetwork, encompassing the temporopolar, lateral orbitofrontal,
and dorsal mPFC; and the MP subnetwork, encompassing the ventral MP and entorhinal cor-
tex. The MTN and DMN subnetworks could be differentiated by connectivity strength along
the long axis of the hippocampus and in information carried by multivoxel activity patterns in
an independent dataset.

Prior work on the neurobiology of memory has drawn on the idea that the hippocampal
formation primarily interacts with the parahippocampal cortex and perirhinal cortex, such
that these areas collectively comprise an “MTL memory system” [2] that is functionally distinct
from surrounding cortical areas. More recently, we and others proposed that parahippocampal
cortex and perirhinal cortex are embedded in larger scale cortico-hippocampal networks as
evidenced by divergent anatomical pathways found in rodents and nonhuman primates [19-
22] and by differing FC of the parahippocampal cortex and perirhinal cortex in humans
[24,25,74]. In this “PM/AT” framework, the parahippocampal cortex is a core region in the
PM network, which also includes retrosplenial, posterior cingulate, and lateral parietal cortex,
whereas the perirhinal cortex is a core region in the AT network, which also includes temporo-
polar and orbitofrontal cortex [29]. As shown in Fig 8, the present results were not fully
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Fig 8. Left: hypothesized PM/AT divisions with PM nodes as blue and AT nodes as red [29,78]. Right: data-driven network assignments. ANG, angular gyrus;
AT, anterior temporal; mPFC, medial prefrontal cortex; OFC, orbitofrontal cortex; PCC, posterior cingulate cortex; PHC, parahippocampal cortex, PM,
posterior medial; PRC, perirhinal cortex; PreC, precuneus; RSP, retrosplenial cortex; TP, temporal pole.
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consistent with either the original PM/AT or the MTL memory systems frameworks. We
found that the perirhinal cortex, parahippocampal cortex, parieto-occipital sulcus, inferior lat-
eral parietal, and dorsal medial parietal formed the MTN—a set of regions previously
described by Kravitz and colleagues [75] as the “parieto-medial temporal pathway”. Our
results converge with some previous data-driven community detection studies [15,42,49,76],
showing that the MTN can be differentiated from the DMN (but see [45,77]). Critically, both
the MTN and DMN showed strong FC with the hippocampus.

Although the present work shows that the MTN could be differentiated from the DMN,
they do not imply that regions within the MTN are homogenous in terms of connectivity or
function. Prior anatomical studies in animal models [79,80] and fMRI studies in humans have
shown that the perirhinal cortex and parahippocampal cortex have different FC patterns, par-
ticularly when contrasted against each other [24-26,81]. However, it is also clear that the 2
regions frequently show strong FC to each other and considerable overlap in the spatial extent
of their FC [24,25,81]. For example, Wang and colleagues [25] and Zhuo and colleagues [81]
showed that the parahippocampal cortex and posterior perirhinal cortex show high connectiv-
ity with each other, and with medial parietal, MP, lateral parietal, and temporopolar regions.
In line with this evidence, the results presented here demonstrate that, after accounting for the
topology of functional connections across the entire neocortex, the MTN can be segregated
from the DMN.

Treating the brain as an abstract graph, we observed that the MTN serves as a critical bridge
between the visual network, the DMN, and the hippocampus, such that removal of the MTN
results in disrupted information flow between the visual network and DMN/hippocampus.
Damage to perirhinal and parahippocampal cortex is often associated with a significant amne-
sic syndrome characterized by both episodic memory deficits and impaired acquisition of new
semantic knowledge [11,82,83]. Our results are consistent with the idea that amnesia caused
by damage to these MTL cortical regions may be due to a disconnection syndrome [84,85].
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Specifically, damage to these areas should impair the ability to learn links between information
about the external visual world carried by the visual network and abstract knowledge about the
latent structure of events and individuals carried by the DMN [78,86]. Results consistent with
this idea were reported in a recent study that used a novel analytic method to map the FC of
regions in the brain where lesion damage resulted in amnesia [11]. The FC network that was
common to all the lesions encompassed the DMN, MTN, and encroached into visual network
regions as described in this study, underscoring the importance of these networks in memory
processing. Another study of amnesia following traumatic brain injury observed reduced FC
between the parahippocampal cortex and PCC was related to memory impairment and nor-
malized when memory functioning improved [87].

The distinction between the MTN and the DMN provides insight into recent studies that
suggested heterogeneity within the PM network [14,38,52,88]. Based on its network properties,
the MTN sits in a reasonable position to represent higher-order features of the visual world to
be encoded by the hippocampus. Supporting this interpretation, MTL regions have been
implicated not only in episodic memory, but also perception [57] and memory-guided eye
movements [89]. The MTN also has strong connectivity with the DMN, which is isolated from
networks involved in primary sensation, and, thus, positioned to represent more abstract
information, such as knowledge about different types of events [90-92]. Recent theories of
event cognition have suggested a separation between content (higher-order representations of
current environment) and structure (abstracted knowledge pertaining the typical way in
which sequences of events unfold) [86,93]. It is possible that the MTN represents content of
events and feeds that content to the DMN that represents the abstracted event structure.
Indeed, recent evidence has shown that regions in the MTN are more active during recall
focused on perceptual features [39] and during encoding of events in the absence of a strong
semantic framework [40], whereas regions in the DMN are more active during recall focused
on conceptual or thematic elements [39] and during encoding of events that can be interpreted
in the context of prior knowledge [40]. Further, multivariate patterns in DMN regions can
classify broad event types like restaurant versus airport events, suggesting that they have repre-
sent abstract event structure [91].

Although these studies support a distinction between the MTN and DMN, it is important
to note that these networks likely work in tandem to support retrieval of both content and
structure, such as during recall of naturalistic events spanning minutes [94]. Rather than view-
ing these systems as completely independent, a more measured interpretation is that task
demands may determine what networks are recruited for retrieval. For example, one might
expect that, even within the MTN, a contrast that focuses on the distinction between different
types of content, such as scenes versus objects, may split regions within the MTN that have a
bias toward those content types [35]. These findings demonstrate the necessity of our intrinsic
connectivity analyses to clarify that these differences in patterns of functional activity are likely
due to the presence of distinct functional networks.

The second major finding in the present study is that the DMN could be differentiated into
3 subnetworks: the PM, AT, and MP subnetworks. The PM subnetwork consisted of posterior
cingulate, retrosplenial cortex, angular gyrus, and dorsal prefrontal cortex, whereas the AT
subnetwork consisted of temporopolar, lateral temporal, orbitofrontal, and dorsal mPFC. The
collection of regions in the PM and AT subnetwork is in line with the PM/AT framework
[24,25], with the notable exception that the parahippocampal cortex and precuneus were not
in the PM subnetwork and the perirhinal cortex was not in the AT subnetwork. The PM and
AT subnetworks also resemble DMN subnetworks identified by previous data-driven methods
[15,41,42], confirming that the PM and AT distinctions theorized do indeed persist, but they
form distinct communities from their MTN counterparts when examining their connectivity

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 15/34


https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

architecture. Andrews-Hanna and colleagues [41] also fractionated the DMN, identifying an
MTL subnetwork that resembles our MTN, a dorsal medial subnetwork that resembles what
we have termed the “AT network” and a “core midline” network comprising both PCC and
mPFC. This midline network differs from our partition which separates the mPFC and PCC,
but it is important to note that the core midline network described in Andrews-Hanna and
colleagues [41] was created based on high betweenness centrality (a graph theory metric
thought to be related to “hubness”) of the mPFC and PCC, rather than from a data-driven par-
titioning procedure.

The MP subnetwork identified consists of mPFC, along with the entorhinal cortex, and was
not explicitly predicted by prior partitions [15,41,42]. However, recent work that has pushed
the resolution parameters of community detection have observed the mPFC forming a sepa-
rate network from the PM cortex [95]. The mPFC has long been distinguished from the orbito-
frontal cortex based on anatomical connectivity [21,22,96] and is often grouped together with
the PCC as one of the “core hubs” of the DMN [15,41,42]. The entorhinal cortex certainly has
dense interconnections with the mPFC [96], but also is strongly interconnected with the hip-
pocampus and adjacent medial temporal cortex [19,22,97]. Interestingly, the entorhinal cortex
often is part of the DMN even when the MTL cortex is distinguished from the rest of the
DMN ([76,98], but see [15,49]). Furthermore, network analysis on histologically defined axo-
nal connections between cortical regions in rodents showed that the lateral entorhinal cortex
was part of a community with the prefrontal cortex, consistent with our partition, although the
medial entorhinal cortex was placed in a community with the hippocampus, retrosplenial cor-
tex, and subiculum [99]. A distinction in the FC of entorhinal cortex subregions has been
shown in high-resolution human resting-state data [23,37], but the spatial resolution of the
current study is unable to resolve these subregions, and future work will be important to fur-
ther characterize its connectivity in humans.

We examined the topology of how these subnetworks connect to each other and the rest of
the brain finding that the MP subnetwork had the highest within-DMN participation coeffi-
cient, with nodes connecting broadly to AT and PM regions. Conversely, the MP subnetwork
had a low out of DMN participation coefficient, especially relative to the AT subnetwork. Our
results provide converging evidence for a recent study published by Gordon and colleagues
[95] that also found that a set of lateral networks resembling the AT subnetwork here showed
the highest participation coefficient out of network. Their AT equivalent showed intercommu-
nication with language and frontoparietal networks, as was also seen here. The participation
coefficient findings suggest that the AT subnetwork and several high participation PM nodes
are positioned to mediate information transfer in and out of the DMN, whereas the MP sub-
network may integrate and coordinate information within the DMN. A recent review of the
human lesion literature has reported that robust memory impairment can be observed follow-
ing mPFC damage and suggested that this may be due to the fact that the mPFC has a role in
initiating and coordinating cognitive processes for retrieval and episodic simulation [100].
Given the network findings here, and implications from the lesion literature, the MP subnet-
work is well positioned for higher-order integration and coordination of memory-guided
activity.

Differentiation of the 3 DMN subnetworks was reinforced by evidence from an indepen-
dent dataset in which we found that regions grouped in the same network represented similar
kinds of information, as compared to regions in different networks. These findings replicate
and extend results from previous studies that identified different functional differences
between different cortico-hippocampal networks [17,72]. For instance, Ritchey and colleagues
[17] used community detection to differentiate networks of regions hypothesized to show dif-
ferent patterns of MTL connectivity. Ritchey and colleagues [17] interrogated these networks

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 16/34


https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

in an independent study of episodic memory retrieval, as did Inhoff and colleagues [72] during
a concept learning task. The functional distinction of these networks was supported by find-
ings showing that regions grouped in the same network had greater representational profile
similarity [17] and activation profile similarity than regions grouped in different networks dur-
ing learning and memory tasks [17,72]. In these past studies, the regions used in network con-
struction were those that showed a significant difference in FC between the perirhinal cortex
and parahippocampal cortex, being motivated by anatomical evidence suggesting parallel
pathways in the MTL [19].

Whereas the seed selection that defined the networks in Ritchey and colleagues [17] and
Inhoft and colleagues [72] was based specifically on regions that had different FC between
parahippocampal cortex and perirhinal cortex, in the current study, we did not impose any
preexisting assumptions and identified networks holistically in the context of the entire brain.
In the independent task dataset we examined, Mizrak and colleagues [71] had participants
learn about desirability of foods in different stores where a latent task structure was available.
Specifically, participants learned about customer preferences for 8 food items in 4 different
grocery stores. The task was structured such that a food’s desirability could be context depen-
dent or context invariant. Some foods were desirable in some store contexts and not in others
(context dependent); some foods were always desirable or undesirable no matter what store
context they were paired with (context invariant). After learning the customer preferences in
each store, participants were scanned while they decided whether a food was desired or not by
customers based on previous learning for each food in each store context. During this mem-
ory-guided decision-making task, we saw reliably higher representational profile similarity for
regions in the same network—a pattern consistently found in every subject highlighting the
functional significance of these cortico-hippocampal networks and validating our delineation
of these cortico-hippocampal networks. Mizrak and colleagues focused on hippocampus and
OFC, examining how these 2 regions represented key information from the task. They showed
that hippocampal and OFC representations differentiated context-dependent and context-
invariant task states. The OFC and hippocampus have long been studied in the context of deci-
sion-making, but only more recently have these regions been seriously explored in conjunc-
tion in memory-guided decision-making [101,102]. Our findings of strong FC between the
hippocampus and orbitofrontal regions, along with the joint representation of task structure in
these regions found by Mizrak and colleagues, bolsters the idea that these regions are working
in a coordinated fashion.

We also found that the MTN and DMN subnetworks differ in their connectivity across the
anterior and posterior hippocampus. The hippocampus is known to vary along its long axis in
terms of intrinsic connectivity, extrinsic connectivity, receptor distribution, and gene expres-
sion [19,20,103-106]. In humans, resting-state FC has been the primary tool for examining dif-
ferences in connectivity along the hippocampal longitudinal axis, although distinctions
between the anterior and posterior hippocampus have been observed using DTI [28]. The
anterior hippocampus has been shown to have greater connectivity to inferior temporal, tem-
poropolar, orbitofrontal, MP, and perirhinal cortex, whereas the posterior hippocampus has
been shown to have greater connectivity to parahippocampal cortex, retrosplenial cortex, infe-
rior parietal cortex, and precuneus, and anterior thalamus [24,26-28,66]. Here, we replicated
and extended these findings to characterize hippocampal connectivity to the networks formed
by these cortical regions. We found that the anterior hippocampus has relatively greater con-
nectivity to the MP and AT subnetworks, whereas the posterior hippocampus has relatively
greater connectivity to the MTN. The preferential connectivity to the anterior hippocampus
was relatively consistent across all regions in the MP and AT subnetworks, but there was het-
erogeneity in the MTN’s preference for the anterior and posterior hippocampus with the
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anterior hippocampus having stronger connectivity to anterior MTL cortex and the posterior
hippocampus having relatively stronger connectivity to dorsal medial parietal cortex. Theories
regarding the functional differences between the anterior and posterior hippocampus are
often informed by preferential long axis connectivity to the rest of the brain [16,107], but they
do not consider how the rest of the brain connects to form networks. The results presented
here suggest the possibility that functional differences between the anterior and posterior hip-
pocampus may reflect differences in their connections to the subnetworks of the DMN.

To better understand the functional specializations of these networks, we used meta-ana-
lytic maps from the Neurosynth database to identify the cognitive constructs that have been
reliably associated with regions in the DMN subnetworks. Activity within the MTN was associ-
ated with a set of terms heavily rooted in episodic memory and navigation. Activation in the
MP subnetwork, in contrast, was highly associated with terms pertaining to emotion and
value. As noted above, the MTN (in particular the dorsal precuneus and dorsal posterior cin-
gulate) had greater connectivity to the posterior relative to the anterior hippocampus, whereas
the MP subnetwork had greater connectivity with the anterior compared to posterior hippo-
campus. These connectivity patterns and neural decoding results converge with theories link-
ing the posterior hippocampus to cognitive and navigational processes and the anterior
hippocampus in motivation and emotional behavior [108]. We also found that activation in
the AT subnetwork was associated with terms that relate to social cognition, theory of mind,
and beliefs, in line with contemporary theories [109] and lesion evidence [110] of this network.
In the PM subnetwork, Neurosynth decoding revealed cognitive terms related to episodic
memory and the self. This is echoed by recent work by DiNicola and colleagues [111]. They
identified subject-specific default mode subnetworks that corresponded to our PM and AT
subnetworks using resting-state fMRI. They further observed that the AT-like subnetwork
showed increased activation during a theory of mind task, whereas the PM-like subnetwork
showed increased activation during an episodic projection task. It should be emphasized, how-
ever, that despite the fact that these networks can be differentiated, they are likely to work in
tandem depending on task demands. For example, the Neurosynth analysis showed that the
term “autobiographical” was strongly associated with all 4 cortico-hippocampal networks.
This broad association may be due to the fact that autobiographical memory tasks usually
involve retrieval of episodically rich events that dynamically unfold involving social interac-
tions, and relevance to the self [112], touching on many of the purported functions of the iden-
tified networks.

Although the Neurosynth decoding analysis is exploratory, and by definition, post hoc, it
can guide the generation of hypotheses to be tested in future studies. Further studies, similar to
the work of DiNicola and colleagues [111], should examine whether MTN and DMN subnet-
works segregate based on spatial, valuation, and social processes, within the same group of
individuals. For example, during encoding and recall of complex events, we might expect
regions within the MTN to represent high-level object and context features, regions within the
AT subnetwork to represent interpretations of theory of mind and social interactions, and
regions within the MP subnetwork to represent the emotional valence or perceived value of
the event. Indeed, a recent preprint demonstrated a dissociation between the MTN and MP
subnetwork during event simulation, with increased activity in the MTN occurring when sub-
jects were instructed to simulate past or future events using cues that were selected to elicit
high levels of vividness, whereas increased MP activity was observed when cues elicited simula-
tions with higher emotional valence [113]. Further, based on the FC of the MP subnetwork, we
hypothesize that it would be well suited to serve a coordinating role in network rearrangement
to accomplish task goals and demands. Again, a recent study by Nawa and Ando [114] found
that when elaborating on autobiographical memories, the ventromedial prefrontal cortex (vmPFC)
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activity drove hippocampal activity, and this effect was augmented for more emotionally arousing
memories. Further, damage to the mPFC is associated with difficulties in elaborating on memories
unfold over time and events [100]. We hypothesize that these impairments may be associated with
dysfunction of network dynamics due to a loss of the coordination normally provided by the MP
subnetwork.

Finally, we note that recent studies have demonstrated the value in taking subject-specific
approaches to delineating functional networks in a voxel-wise fashion [14,49]. This work has
shown that there are individual differences in the location of boundaries between functional
networks, although it is notable that the majority of the cortex is labeled consistently in the
majority of participants [76]. A key goal of the present study was to provide a clear framework
to guide analyses in future task-fMRI studies, in which it might not be feasible to obtain inde-
pendent, subject-specific parcellations. We have listed each region and its community label in
S3 Table, and the HCP-MMP atlas is available online (https://balsa.wustl.edu/study/show/
RVVG [46]). Task fMRI studies that use group-level analyses can use the group-level charac-
terization of cortico-hippocampal networks reported here in order to rigorously test hypothe-
ses about the functions of these networks and how they may be implicated in memory
disorders, as resting connectivity has shown to predict spread of pathology in Alzheimer dis-
ease [115], and DMN subnetwork perturbation has been demonstrated in MTL amnesia [116].

Conclusions

The hippocampus affiliates with a broad set of regions that enable episodic retrieval. Here, we
have shown that the MTN and 3 subnetworks of the DMN can be differentiated on the basis of
their whole-brain FC. The 3 DMN subnetworks vary in connectivity along the hippocampal
long axis, have distinct representational roles during a memory task, and topologically are con-
nected by a set of hubs in the MP subnetwork. This subnetwork organization offers a novel
framework to investigate event cognition and memory retrieval.

Methods

Participants

For the primary resting-state fMRI dataset, 45 healthy, young adult participants were recruited
from the University of California, Davis and surrounding area (Ngemales = 26, mean age = 25.6
years [SD = 4.2 years]). All participants were right-handed and neurologically healthy. The
study was approved by the Institutional Review Board of the University of California at Davis
(IRB #637028) and adheres to all principles of the Belmont Report. All participants provided
written informed consent prior to participation. Participants were compensated $20/hour for
their time. While there is no specific effect size that can be taken to approximate power for
identifying network communities, the current sample size is comparable to the cohort sample
sizes from the seminal Power and colleagues [117] study investigating functional brain organi-
zation, but has over double the amount of sampled resting-state time points (25 minutes of
rest as noted below). This amount of individual data has also been shown to be reliable in esti-
mating network communities, showing 77% to 83% similarity (measured with Dice coeffi-
cient) on a subject-level basis [76,118].

To assess the generalizability of our findings, we accessed a secondary resting-state fMRI
dataset consisting of 120 healthy young adults [119]. From this sample, we removed all partici-
pants who completed only one of the 2 scanning sessions, resulting in 76 participants to be
preprocessed and analyzed. An additional 7 participants were excluded due to data quality
(described below) resulting in 69 participants (Nfemates = 31, mean age = 24.5 years, [SD = 2.5
years]). All participants reported no history of neurological or psychiatric disorders. This
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dataset is available at https://openneuro.org/datasets/ds000243/versions/00001 and has been
previously described in [120].

MRI acquisition

MRI scanning for the primary dataset was performed using a 3T Siemens Skyra scanner sys-
tem (Siemens, USA) with a 32-channel head coil. A T1-weighted structural images was
acquired using a magnetization prepared rapid acquisition gradient echo pulse sequence

(TR = 2,100 ms; TE = 2.98 ms; field of view = 256 mm?; flip angle = 7°; image matrix = 256 x 256,
208 axial slices with 1.0 mm? thickness; GRAPPA acceleration factor 2 with 24 reference lines).
Functional images were acquired using a gradient echo-planar imaging (EPI) sequence

(TR = 1,220 ms; TE = 24 ms; field of view = 192 mm?; image matrix = 64 x 64; flip angle = 67°;
bandwidth = 2442 Hx/pixel; multiband factor = 2; 38 interleaved axial slices, voxel size = 3
mm? isotropic). Five runs of 5 minutes in duration were acquired for rest scans for a total of
25 minutes of resting-state fMRI data per subject. Participants were instructed to lay as still as
possible and try not to fall asleep. Scanning parameters for the secondary dataset can be found
in [120]. Each participant in the secondary dataset underwent an average of 12.8 minutes of
resting-state fMRI (SD = 3.7 minutes).

Anatomical preprocessing

T1-weighted anatomical scans were preprocessed using FreeSurfer, which included intensity
normalization, removal of non-brain tissue, transformation to Talaraich space, and segmenta-
tion of gray matter, white matter, and cerebrospinal fluid (CSF). Surfaces were calculated for
the white matter—gray matter and gray matter—pial interface. Surface-based registration to the
HCP-MMP1.0 atlas [46] was performed, and subject-specific cortical regions were calculated
according to atlas boundaries. Surface-based cortical regions were converted to volumetric
regions of interest and transformed into functional native space. The hippocampus was seg-
mented in FreeSurfer in an automated fashion. Manual adjustments were done to correct mis-
classified voxels, and the hippocampus was divided into anterior and posterior segments based
off of the disappearance of the uncal apex [16], with the posterior hippocampus designated as
all of the hippocampus posterior to the disappearance of the uncal apex on a coronal slice.

fMRI preprocessing

Both the primary and secondary resting-state fMRI datasets underwent the same preprocess-
ing as described below. Functional preprocessing was performed using fMRIPrep 1.4.1
([121,122], RRID:SCR_016216), which is based on Nipype 1.2.0 ([123,124], RRID:
SCR_002502). For each of the 5 BOLD runs found per subject (across all tasks and sessions),
the following preprocessing was performed. First, a reference volume and its skull-stripped
version were generated using a custom methodology of fMRIPrep. A deformation field to cor-
rect for susceptibility distortions was estimated based on 2 EPI references with opposing
phase-encoding directions, using 3dQwarp from Cox and Hyde [125] (AFNI 20160207).
Based on the estimated susceptibility distortion, an unwarped BOLD reference was calculated
for a more accurate co-registration with the anatomical reference. The BOLD reference was
then co-registered to the T1w reference using flirt (FSL 5.0.9 [126]) with the boundary-based
registration [127] cost function. Co-registration was configured with nine degrees of freedom
to account for distortions remaining in the BOLD reference. Head motion parameters with
respect to the BOLD reference (transformation matrices and 6 corresponding rotation and
translation parameters) are estimated before any spatiotemporal filtering using mcflirt (FSL
5.0.9 [128]). The BOLD time series were resampled onto their original, native space by
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applying a single, composite transform to correct for head motion and susceptibility distor-
tions. These resampled BOLD time series will be referred to as preprocessed BOLD. Several
confounding time series were calculated based on the preprocessed BOLD as part of fMRIPrep;
however, only the head motion estimates calculated in the correction step and frame displace-
ment (FD) were used in subsequent analyses. All resamplings can be performed with a single
interpolation step by composing all the pertinent transformations (i.e., head motion transform
matrices, susceptibility distortion correction when available, and co-registrations to anatomi-
cal space). Gridded (volumetric) resamplings were performed using antsApplyTransforms
(ANTs), configured with Lanczos interpolation to minimize the smoothing effects of other
kernels [129]. Many internal operations of fMRIPrep use Nilearn 0.5.2 ([130], RRID:
SCR_001362), mostly within the functional processing workflow. For more details of the pipe-
line, see https://fmriprep.readthedocs.io/en/stable/workflows.html.

The preprocessed BOLD time series, anatomical images, and native space Glasser parcels
were imported into CONN Toolbox version 18b (www.nitrc.org/projects/conn, RRID:
SCR_009550). Based on Ciric and colleagues’ [131] assessment of 14 common denoising pro-
tocols, we selected the “9p” protocol because it was shown to facilitate the highest functional
network identifiability (see [131]; Fig 5B). BOLD time series were demeaned, linear and qua-
dratic trends were removed, and bandpass filtered between 0.008 and 0.09 Hz. The 9p protocol
includes as confound regressors 6 motion parameters, white matter, CSF, and global signal
regression. All regressors were bandpass filtered to maintain the same frequency range as the
data. Visual inspection of the frequency distributions of FC values as well as quality control
plots of the correlation between mean FD and FC values was performed to identify any aber-
rant runs or subjects. Five outlier subjects were identified in the primary dataset, and 4 outlier
subjects were identified in the secondary dataset, which each corresponded to previously iden-
tified subjects having a mean FD value of greater than 0.15 mm. These subjects were excluded
from further analyses. A further 3 subjects were excluded from the secondary dataset due to
anomalous FC distributions after denoising. FC matrices were created for each subject by com-
puting Pearson correlations between all possible pairs of each region’s confound-corrected
time series. Finally, each correlation value was Fisher z-transformed with the inverse hyper-
bolic tangent function.

Community detection

Cortical FC matrices from all subjects were thresholded to exclude negative connections that
may be introduced by global signal regression [132,133] and then averaged together. Using the
resulting group-averaged connectivity matrix, community detection was performed using the
Louvain method [47] via the brain connectivity toolbox (https://sites.google.com/site/bctnet/),
which iteratively performs a greedy optimization of modularity by randomly selecting nodes
and merging them into the community that maximally increases modularity, until no more
gains in modularity are possible. Modularity (Q) describes how well a network can be divided
into communities that have higher within-community connectivity than would be expected by
chance and can range from -1 to 1, with negative values indicating fewer intracommunity
connections than would be expected by chance and positive values indicating higher intracom-
munity connections than would be expected by chance [59]. We used a method of the Louvain
community detection algorithm adapted to accommodate weighted graphs [134], which
accepts the weighted, group average FC matrix. This algorithm can be tuned using a resolution
parameter, gamma, that biases the algorithm toward producing few, large networks (low
gamma) or toward many, smaller networks (high gamma). To determine the resolution
parameter in a principled manner, we adopted the approach used by Ji and colleagues [45].
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The criteria included (i) separation of the primary sensory—-motor networks (visual, auditory,
and somatomotor) from all other networks; (ii) high stability across nearby parameters (simi-
lar network partitions across neighboring parameter settings); and (iii) optimized modularity.

Given that the Louvain algorithm detection is influenced by a random starting point, for
every tested resolution parameter, we ran the algorithm 1,000 times. To determine the optimal
partitioning solution at each resolution, gamma, we examined how consistent a given parti-
tioning solution was to every other solution produced over the 1,000 iterations at the same res-
olution. Consistency was calculated using the z-Rand score [48] (http://commdetect.weebly.
com/). For each partition solution, we weighted the mean z-Rand score (consistency) of the
partition with the modularity value of that partition to select a partition solution that was both
highly consistent at a given resolution and had high modularity. These methods are in keeping
with Ji and colleagues [45]. Using the default parameter, gamma = 1, we could not satisfy crite-
ria (i) as the somatomotor and auditory network were grouped together (also seen in Ji and
colleagues [45]). Thus, we ran a parameter sweep from gamma 1 to 2.8 by increments of 0.005
until we identified a resolution parameter at which the somatomotor and auditory network
separated consistently and produced the highest modularity-weighted z-Rand score.

To assess the internal validity of our community partition, we performed a split-half analy-
sis in which our primary sample was split into 2 equal halves, matched for gender (Group 1,
Nremale = 13; Group 2, Ngemate = 13) and then age (Group 1, mean age = 25 years [SD = 4.3
years]; Group 2, mean age = 26 years [SD = 4.1 years]). Community detection analyses and cri-
teria described above were applied in both halves separately and compared using the z-Rand
index.

To assess the external validity of our community partition, we acquired a secondary dataset,
from OpenNeuro (https://openneuro.org/datasets/ds000243/versions/00001) and repeated the
community detection procedure described above. To compare the primary and secondary
datasets, we selected the resolution parameter that produced the same number of communities
in the secondary dataset that were observed in the primary dataset. The resulting partition was
compared to the primary dataset using z-Rand index.

tSNR comparison

Due to observations that one network in the secondary dataset was comprised of low FC
regions of interest in the secondary dataset, we compared the tSNRs between our primary
dataset and secondary dataset. In each dataset, for each subject, tSNR was calculated by first
temporally concatenating all functional runs. Next, we calculated the temporal mean signal
and temporal standard deviation at each voxel. Finally, we divided the temporal mean signal
by the temporal standard deviation at each voxel. We used FSL command line functions to
complete these calculations. For each subject, we masked each region of interest in the tSNR
image and calculated the mean tSNR of all voxels within each region of interest.

Path length analysis

Using the brain connectivity toolbox (https://sites.google.com/site/bctnet/), weighted path
length was calculated between all nodes in the brain for each subject, after excluding negative
connectivity weights. Path length is the fewest number of links that need to be traversed to
connect 2 nodes. To calculate the weighted path length, the FC weights were inverted creating
a distance matrix in which nodes with high FC had low distance. Then, the shortest path
between each pair of nodes was calculated providing a value that represented the minimal the
total weighted distance that needed to be traversed to connect 2 nodes.
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We hypothesized that removal of the MTN would reduce the ability of the visual network
and DMN/hippocampus to connect with each other. To test this hypothesis, all the nodes from
the MTN were removed from each subject’s network, and the average weighted path length
was calculated between visual network and DMN and between visual network and hippocam-
pus. Because removal of nodes can only lead to an increase in path length (shorter paths can be
removed but will never be added following removal of nodes), we compared the weighted path
length following removal of the MTN to the weighted path length following removal of every
other network, using paired t tests. As a secondary control, we also compared the weighted
path length following removal of the MTN to the distribution of weighted path lengths follow-
ing removal of 30 random nodes (other than the DMN, visual network and hippocampus)
over 1,000 iterations. For this, we calculated the z-score of the weighted path length following
removal of the MTN compared to the distribution of weighted path lengths following removal
of 30 nodes over 1,000 iterations. This was done for each subject such that each subject had a
corresponding z-score. A 1-sample ¢ test was then performed on the z-score values to examine
whether they were significantly greater than 0.

We also ran analyses to control for spatial proximity. Path length results following removal
of the MTN may be driven by the MTN’s spatial proximity to the visual network as well as the
DMN/hippocampus. Thus, we identified a set of 32 non-MTN regions that was matched for dis-
tance to both the visual and DMN compared to the MTN. We also were able to identify 31 non-
MTN regions that were matched for spatial distance to both the visual network and hippocampus
compared to the MTN. To do so, we calculated the region-to-region Euclidean distance for each
pair of ROIs for each subject. We then calculated the average distance between each MTN ROI to
each DMN RO, the average distance between each MTN ROI and each VIS ROI, and the average
distance between each MTN ROI and hippocampal RO, separately for each hemisphere. Then,
we identified 2 sets of control ROIs, one such that the average distance between this control set
and the DMN and the control set and the visual network would be within +1 SD from the mean
MTN-DMN and MTN-visual network distance and the other control set was the same except
instead of controlling for MTN-DMN distance it controlled for MTN-hippocampal distance.
Having found these sets that fulfilled these criteria, we deleted the sets and recalculated path length
between the visual network and DMN and visual network and hippocampus and compared the
resulting path lengths to deletion of every other network using paired ¢ tests.

Community partitioning of the default mode network

From the identified whole-brain partitioning, we selected the DMN based on visual similarity
to previously identified DMN solutions [42,45,135]. We repeated the community detection
procedure described above on the identified DMN (1,000 iterations of Louvain community
detection at each resolution parameter) and calculated modularity-weighted z-rand scores
across a range of resolution parameters, 0.75 to 1.1 at increments of 0.05. We selected local
modularity-weighted z-rand peaks as solutions for further exploration.

Connection diversity in the default mode network

The participation coefficient, which quantifies the degree to which a node is connected to a
diverse set of communities, was calculated using the tools from the brain connectivity
toolbox (https://sites.google.com/site/bctnet/). Since the participation coefficient calculation
uses node strength (the sum of the connectivity weights across the network) in the denomina-
tor of its calculation, nodes with unusually low strength can produce unstably large participa-
tion coefficient values. We, thus, excluded regions with node strength in the bottom 25% of
the network hubs. Participation coefficient calculations were performed across a range of
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network densities from 5% to 20% at 1% intervals. These methods for calculating participation
coefficient are in line with best practices in the literature [60,62,65,136,137]. Whole network
participation coefficient was calculated for each DMN region, using the whole-brain connec-
tivity matrix and community labels generated from the whole-brain Louvain community
detection. Within DMN, participation coefficient was also calculated for each DMN node,
using only the connections within the DMN and using the DMN subnetwork labels. Participa-
tion coefficient values were compared between DMN subnetworks using a within-subjects
mixed model using mixedlm from statsmodels in Python 3 [138].

Hippocampal-cortical network connectivity

To identify hippocampal-cortical networks, we calculated FC between each hippocampal ROI
and every cortical ROI in the brain. To identify average connectivity of the hippocampus to a
given network within-subject, FC weights were averaged together across cortical nodes, based
on community affiliation. A 1-sample ¢ test was performed to determine what networks were,
on average, significantly connected to the hippocampus. Significance was set at p < 0.05, Bon-
ferroni corrected. We examined the connectivity of the resulting significant networks and sub-
networks to the hippocampus as a function of the long axis (anterior versus posterior) and
hemisphere (left versus right) in a within-subjects model as described above.

ROl level FC difference between the anterior and posterior hippocampus was performed in
CONN toolbox version 18b. Using the cortical ROIs that were a part of large-scale networks
connected to the hippocampus, a within-subject analysis was performed, which contrasted FC
in the left and right anterior hippocampus against the left and right posterior hippocampus.
Significance was set at p < 0.05, family-wise error (FWE) corrected.

Representational similarity analysis

Using an independent dataset collected during a memory-based decision-making task [71], we
examined the representational profile of each ROI in the DMN subnetworks (see S1 Text for a
detailed description of the task). If the hippocampal-cortical networks identified using resting-
state FC are functionally meaningful, then regions within those networks should have similar
representational profiles.

In brief, 22 participants in this dataset viewed a set of 8 grocery items one at a time, in a
pre-scanning session, and learned through trial and error whether each grocery item was desir-
able to a hypothetical customer within a store context or not. In each trial, a grocery item
appeared in the context of a grocery store. There were 4 different grocery stores, and for half of
the items, the particular grocery store modulated their desirability and for the other half, the
grocery store context was irrelevant to their desirability. For example, the apple at grocery
store “A” may be desirable, but the apple at grocery store “B” may be undesirable, which
makes apple’s desirability context dependent. Alternatively, desirability of a carton of milk
may be the same regardless or grocery store, which makes it context invariant. Overall prefer-
ence averaged to 50% desirable for both context dependent and invariant. Further, of the 4
contexts, 50% shared the same preference rules. Following successful learning, participants
were put in the scanner and shown the context and a food item, one at a time, and asked to
remember whether the food item was desirable to the hypothetical customer at the store con-
text based on their learning phase. Feedback was not provided during scanning. In the original
study, Mizrak and colleagues [71] examined representational similarity between memory-
based decisions depending on (a) shared features between grocery items such as being modu-
lated by the context or not; and (b) shared features between store contexts such as having simi-
lar desirability for the same grocery items or not.
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Here, using the RSA toolbox (https://www.mrc-cbu.cam.ac.uk/methods-and-resources/
toolboxes/license/ [139]), pattern similarity was calculated between memory-based decision-
making trials for each ROI using Pearson correlation, excluding (a) trials that occurred during
the same scanning run; and (b) incorrect trials. Thus, fluctuations in pattern similarity would
be driven by variations in shared features. Correlations were then calculated between ROIs to
calculate the similarity of their representational profiles. We then examined the representa-
tional similarity within cortico-hippocampal subnetworks versus between using a paired f test
to examine whether these networks identified using resting-state FC did indeed create func-
tionally relevant communities.

To account for univariate effects on the multivariate analysis, we further calculated the mean
BOLD activity within an ROI for each trial and correlated the trial-wise mean BOLD activity for
each pair of ROIs to create an ROI-by-ROI activation similarity matrix. Using the activation simi-
larity matrix, we regressed out the influence of univariate activity from the RDM similarity matrix
and reran the statistical analysis contrasting within- versus between-network RDM similarity.

To account for the effects of spatial proximity between ROIs, we calculated the Euclidean
distance between the centroids of each pair of ROISs to create an ROI-by-ROI distance matrix.
Using the distance matrix, we regressed out the influence of spatial proximity from the RDM
similarity matrix and reran the statistical analysis contrasting within- versus between-network
RDM similarity.

Cognitive characterization of hippocampal-cortical networks

We decoded cortico-hippocampal networks to determine what terms are most frequently
descriptive of the spatial distribution of the networks using the repository data version 0.7
(https://github.com/neurosynth/neurosynth-data)) of Neurosynth (https://github.com/
neurosynth/neurosynth) [73]. The meta-analytic activation of every term in the Neurosynth
database was correlated with the binarized volumetric masks of the hippocampal-cortical net-
works. For each hippocampal-cortical network, we examined the top terms whose meta-analytic
activation correlated most strongly with the spatial layout of the hippocampal-cortical network.
We removed terms that related to anatomy (e.g., vmPFC), network (e.g., default mode), tech-
nique (e.g., independent component), and report terms associated with cognitive functioning
(e.g., navigation). We also removed terms that were redundant with other terms (e.g., “autobio-
graphic” and “autobiographical memory”). When removing redundant terms, the term that was
more specific was retained (e.g., “autobiographical memory” retained in favor of “memory”);
otherwise, the term with the higher correlation to the network was retained. Word cloud visual-
izations were made using wordcloud 1.7.0 (https://pypi.org/project/wordcloud/).

Supporting information

S1 Fig. Inflated cortical surface, colored according to community membership for commu-
nity detection analyses performed on split-halves of the sample. Attn, attention; DMN,
default mode network; Front Par, frontoparietal; MTN, medial temporal network; Som-Mot,
somatomotor.

(PDF)

S2 Fig. (A) Inflated cortical surface, colored according to community membership for the sec-
ondary WashU120 dataset (top) and primary UCD dataset (bottom). (B) Connectivity matrix
reordered by community to demonstrate the community structure of the group-averaged
brain from the Secondary WashU120 dataset (left) and primary UCD dataset (right). Colors
along the axis demonstrate which rows/columns belong to a given community. Color bar
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represents Fisher Z-transformed correlation values. Arrow highlights the temporal polar net-
work in the WashU120 dataset that has overall low (near 0) whole-brain FC. Attn, attention;
DMN, default mode network; FC, functional connectivity; Front Par, frontoparietal; MTN,
medial temporal network; Som-Mot, somatomotor. TP, Temporal polar; UCD, University of
California, Davis. Data can be found at https://github.com/ajbarn/hippo_nets.

(PDF)

S3 Fig. A. The tSNR on the ventral surface of an inflated brain for regions with low tSNR
(tSNR < 30) for the primary (UCD) and secondary (WashU120) datasets. B. The t-statistics
for the difference in tSNR between the primary and secondary datasets. Regions in blue are
those that showed significantly lower tSNR in the secondary dataset compared to the primary
dataset. tSNR, temporal signal-to-noise ratio; UCD, University of California, Davis. Data can
be found at https://github.com/ajbarn/hippo_nets.

(PDF)

$4 Fig. Boxplots displaying the path length between the DMN and each of the other net-
works (targets) following removal of a given nontarget network. Data can be found at
https://github.com/ajbarn/hippo_nets. DMN, default mode network.

(PDF)

S5 Fig. Boxplots displaying the path length between the hippocampus and each of the
other networks (targets) following removal of a given nontarget network. Data can be
found at https://github.com/ajbarn/hippo_nets.

(PDF)

S6 Fig. Boxplot of average region-to-region representational profile similarity between
each cortical-hippocampal network (labeled as Target) to itself and every other network in
the brain (labeled along the x-axis) across the sample. AUD, auditory; AT, anterior tempo-
ral; DAN1, dorsal attention network 1; DAN2, dorsal attention network 2; FP, frontoparietal;
Lang, language; MP, medial prefrontal; MTN, medial temporal network; PM, posterior
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S1 Table. Mean of the average FC between the hippocampus and the regions within each
cortical network across subjects with standard deviation in parenthesis. FC represented as
the Fisher z-transformed correlation between the functional time series between 2 regions. FC,
functional connectivity.
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$2 Table. Correlation values of spatial overlap between the cortico-hippocampal networks
and meta-analytic maps for cognitive terms.
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S3 Table. Regions of interest in the HCP-MMP atlas 1.0 that are found in the MTN, AT sub-
network, PM subnetwork, and MP subnetwork, with their community label provided. AT,
anterior temporal; MP, medial prefrontal; MTN, medial temporal network; PM, posterior medial.
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S1 Text. A description of the multivoxel pattern estimation for the task dataset used in the
representational profile similarity analysis provided by Mizrak et al. [71].
(DOCX)

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 26/34


https://github.com/ajbarn/hippo_nets
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s003
https://github.com/ajbarn/hippo_nets
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s004
https://github.com/ajbarn/hippo_nets
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s005
https://github.com/ajbarn/hippo_nets
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s006
https://github.com/ajbarn/hippo_nets
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s007
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s008
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s009
http://journals.plos.org/plosbiology/article/asset?unique&id=info:doi/10.1371/journal.pbio.3001275.s010
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

Acknowledgments

We thank Costin Tanase, Dennis Thompson, and the Imaging Research Center for their tech-
nical contributions. We thank the Dynamic Memory Lab (http://dml.ucdavis.edu) for consul-
tation on experimental design and analysis and Sam Audrain for feedback on the manuscript.

Disclaimers: Any opinions, findings, and conclusions expressed in this material are those
of the author(s) and do not necessarily reflect the views of the Office of Naval Research or the
U.S. Department of Defense.

Author Contributions

Conceptualization: Alexander J. Barnett, Walter Reilly, Halle R. Dimsdale-Zucker, Charan
Ranganath.

Data curation: Alexander J. Barnett, Walter Reilly, Halle R. Dimsdale-Zucker, Eda Mizrak,
Zachariah Reagh.

Formal analysis: Alexander J. Barnett, Walter Reilly, Eda Mizrak.
Funding acquisition: Charan Ranganath.

Project administration: Alexander J. Barnett, Halle R. Dimsdale-Zucker.
Supervision: Charan Ranganath.

Visualization: Alexander J. Barnett.

Writing - original draft: Alexander J. Barnett.

Writing - review & editing: Alexander J. Barnett, Walter Reilly, Halle R. Dimsdale-Zucker,
Eda Mizrak, Zachariah Reagh, Charan Ranganath.

References
1. Tulving E. Memory and consciousness. Can Psychol. 1985; 26:1—-12. https://doi.org/10.1037/
h0080017

2. Squire LR, Zola-Morgan S. The medial temporal lobe memory system. Science. 1991; 253:1380-6.
https://doi.org/10.1126/science.1896849 PMID: 1896849

3. Eichenbaum H, Yonelinas AP, Ranganath C. The medial temporal lobe and recognition memory.
Annu Rev Neurosci. 2007; 30:123-52. https://doi.org/10.1146/annurev.neuro.30.051606.094328
PMID: 17417939

4. Davachi L. ltem, context and relational episodic encoding in humans. Curr Opin Neurobiol. 2006;
16:693-700. https://doi.org/10.1016/j.conb.2006.10.012 PMID: 17097284

5. Teyler TJ, DiScenna P. The Hippocampal Memory Indexing Theory. Behav Neurosci. 1986; 100:147—
54. https://doi.org/10.1037//0735-7044.100.2.147 PMID: 3008780

6. Rugg MD, Vilberg KL. Brain networks underlying episodic memory retrieval. Curr Opin Neurobiol.
2013; 23:255-60. https://doi.org/10.1016/j.conb.2012.11.005 PMID: 23206590

7. McCormick C, Moscovitch M, Protzner AB, Huber CG, McAndrews MP. Hippocampal-neocortical net-
works differ during encoding and retrieval of relational memory: Functional and effective connectivity
analyses. Neuropsychologia. 2010; 48:3272-81. https://doi.org/10.1016/j.neuropsychologia.2010.07.
010 PMID: 20637787

8. Sestieri C, Corbetta M, Romani GL, Shulman GL. Episodic memory retrieval, parietal cortex, and the
default mode network: Functional and topographic analyses. J Neurosci. 2011; 31:4407-20. https://
doi.org/10.1523/JNEUROSCI.3335-10.2011 PMID: 21430142

9. Cooper RA, Ritchey M. Cortico-hippocampal network connections support the multidimensional qual-
ity of episodic memory. Elife. 2019; 8:1-22. https://doi.org/10.7554/eLife.45591 PMID: 30900990

10. Bellana B, Liu ZX, Diamond NB, Grady CL, Moscovitch M. Similarities and differences in the default
mode network across rest, retrieval, and future imagining. Hum Brain Mapp. 2017; 38:1155-71.
https://doi.org/10.1002/hbm.23445 PMID: 27774695

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 27/34


http://dml.ucdavis.edu/
https://doi.org/10.1037/h0080017
https://doi.org/10.1037/h0080017
https://doi.org/10.1126/science.1896849
http://www.ncbi.nlm.nih.gov/pubmed/1896849
https://doi.org/10.1146/annurev.neuro.30.051606.094328
http://www.ncbi.nlm.nih.gov/pubmed/17417939
https://doi.org/10.1016/j.conb.2006.10.012
http://www.ncbi.nlm.nih.gov/pubmed/17097284
https://doi.org/10.1037//0735-7044.100.2.147
http://www.ncbi.nlm.nih.gov/pubmed/3008780
https://doi.org/10.1016/j.conb.2012.11.005
http://www.ncbi.nlm.nih.gov/pubmed/23206590
https://doi.org/10.1016/j.neuropsychologia.2010.07.010
https://doi.org/10.1016/j.neuropsychologia.2010.07.010
http://www.ncbi.nlm.nih.gov/pubmed/20637787
https://doi.org/10.1523/JNEUROSCI.3335-10.2011
https://doi.org/10.1523/JNEUROSCI.3335-10.2011
http://www.ncbi.nlm.nih.gov/pubmed/21430142
https://doi.org/10.7554/eLife.45591
http://www.ncbi.nlm.nih.gov/pubmed/30900990
https://doi.org/10.1002/hbm.23445
http://www.ncbi.nlm.nih.gov/pubmed/27774695
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22,

23.

24,

25.

26.

27.

28.

29.

30.

31.

Ferguson MA, Lim C, Cooke D, Darby RR, Wu O, Rost NS, et al. A human memory circuit derived
from brain lesions causing amnesia. Nat Commun. 2019; 10:1-9. https://doi.org/10.1038/s41467-018-
07882-8 PMID: 30602773

Greicius MD, Krasnow B, Reiss AL, Menon V. Functional connectivity in the resting brain: A network
analysis of the default mode hypothesis. Proc Natl Acad Sci U S A. 2003; 100:253-8. https://doi.org/
10.1073/pnas.0135058100 PMID: 12506194

Andrews-Hanna JR, Smallwood J, Spreng RN. The default network and self-generated thought: Com-
ponent processes, dynamic control, and clinical relevance. Ann N'Y Acad Sci. 2014;1316. https://doi.
org/10.1111/nyas.12360 PMID: 24502540

Braga RM, Van Dijk KRA, Polimeni JR, Eldaief MC, Buckner RL. Parallel distributed networks resolved
at high resolution reveal close juxtaposition of distinct regions. J Neurophysiol. 2019; 121:1513-34.
https://doi.org/10.1152/jn.00808.2018 PMID: 30785825

Akiki TJ, Abdallah CG. Determining the Hierarchical Architecture of the Human Brain Using Subject-
Level Clustering of Functional Networks. Sci Rep. 2019; 9:19290. https://doi.org/10.1038/s41598-
019-55738-y PMID: 31848397

Poppenk J, Evensmoen HR, Moscovitch M, Nadel L. Long-axis specialization of the human hippocam-
pus. Trends Cogn Sci. 2013; 17:230—40. https://doi.org/10.1016/j.tics.2013.03.005 PMID: 23597720

Ritchey M, Yonelinas AP, Ranganath C. Functional connectivity relationships predict similarities in
task activation and pattern information during associative memory encoding. J Cogn Neurosci. 2014;
26:1085-99. https://doi.org/10.1162/jocn_a_00533 PMID: 24283495

Sekeres MJ, Winocur G, Moscovitch M. The hippocampus and related neocortical structures in mem-
ory transformation. Neurosci Lett. 2018; 680:39-53. https://doi.org/10.1016/j.neulet.2018.05.006
PMID: 29733974

Burwell RD. The parahippocampal region: corticocortical connectivity. Ann N 'Y Acad Sci. 2000;
911:25-42. https://doi.org/10.1111/j.1749-6632.2000.tb06717.x PMID: 10911865

Strange BA, Witter MP, Lein ES, Moser El. Functional organization of the hippocampal longitudinal
axis. Nat Rev Neurosci. 2014; 15:655-69. https://doi.org/10.1038/nr3785 PMID: 25234264

Kondo H, Saleem KS, Price JL. Differential connections of the perirhinal and parahippocampal cortex
with the orbital and medial prefrontal networks in macaque monkeys. J Comp Neurol. 2005; 493:479—
509. https://doi.org/10.1002/cne.20796 PMID: 16304624

Aggleton JP. Multiple anatomical systems embedded within the primate medial temporal lobe: Implica-
tions for hippocampal function. Neurosci Biobehav Rev. 2012; 36:1579-96. https://doi.org/10.1016/j.
neubiorev.2011.09.005 PMID: 21964564

Maass A, Berron D, Libby LA, Ranganath C, Diizel E. Functional subregions of the human entorhinal
cortex. Elife. 2015; 4:1-20. https://doi.org/10.7554/eLife.06426 PMID: 26052749

Libby LA, Ekstrom AD, Ragland JD, Ranganath C. Differential Connectivity of Perirhinal and Parahip-
pocampal Cortices within Human Hippocampal Subregions Revealed by High-Resolution Functional
Imaging. J Neurosci. 2012; 32:6550-60. https://doi.org/10.1523/JNEUROSCI.3711-11.2012 PMID:
22573677

Wang S, Ritchey M, Libby LA, Ranganath C. Functional connectivity based parcellation of the human
medial temporal lobe. Neurobiol Learn Mem. 2016; 134:123-34. https://doi.org/10.1016/j.nim.2016.
01.005 PMID: 26805590

Kahn I, Andrews-Hanna JR, Vincent JL, Snyder AZ, Buckner RL. Distinct cortical anatomy linked to
subregions of the medial temporal lobe revealed by intrinsic functional connectivity. J Neurophysiol.
2008; 100:129-39. https://doi.org/10.1152/jn.00077.2008 PMID: 18385483

Poppenk J. Moscovitch M. A hippocampal marker of recollection memory ability among healthy young
adults: contributions of posterior and anterior segments. Neuron. 2011; 72:931-7. https://doi.org/10.
1016/j.neuron.2011.10.014 PMID: 22196329

Adnan A, Barnett AJ, Moayedi M, McCormick C, Cohn M, McAndrews MP. Distinct hippocampal func-
tional networks revealed by tractography-based parcellation. Brain Struct Funct. 2016; 221:2999—
3012. https://doi.org/10.1007/s00429-015-1084-x PMID: 26206251

Ranganath C, Ritchey M. Two cortical systems for memory-guided behaviour. Nat Rev Neurosci.
2012; 13:713-26. https://doi.org/10.1038/nrn3338 PMID: 22992647

Libby LA, Reagh ZM, Bouffard NR, Ragland JD, Ranganath C. The Hippocampus Generalizes across
Memories that Share Item and Context Information. J Cogn Neurosci. 2019; 31:24-35. https://doi.org/
10.1162/jocn_a_01345 PMID: 30240315

Ritchey M, Montchal ME, Yonelinas AP, Ranganath C. Delay-dependent contributions of medial tem-
poral lobe regions to episodic memory retrieval. Elife. 2015; 2015:1-19. https://doi.org/10.7554/eLife.
05025 PMID: 25584461

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 28/34


https://doi.org/10.1038/s41467-018-07882-8
https://doi.org/10.1038/s41467-018-07882-8
http://www.ncbi.nlm.nih.gov/pubmed/30602773
https://doi.org/10.1073/pnas.0135058100
https://doi.org/10.1073/pnas.0135058100
http://www.ncbi.nlm.nih.gov/pubmed/12506194
https://doi.org/10.1111/nyas.12360
https://doi.org/10.1111/nyas.12360
http://www.ncbi.nlm.nih.gov/pubmed/24502540
https://doi.org/10.1152/jn.00808.2018
http://www.ncbi.nlm.nih.gov/pubmed/30785825
https://doi.org/10.1038/s41598-019-55738-y
https://doi.org/10.1038/s41598-019-55738-y
http://www.ncbi.nlm.nih.gov/pubmed/31848397
https://doi.org/10.1016/j.tics.2013.03.005
http://www.ncbi.nlm.nih.gov/pubmed/23597720
https://doi.org/10.1162/jocn%5Fa%5F00533
http://www.ncbi.nlm.nih.gov/pubmed/24283495
https://doi.org/10.1016/j.neulet.2018.05.006
http://www.ncbi.nlm.nih.gov/pubmed/29733974
https://doi.org/10.1111/j.1749-6632.2000.tb06717.x
http://www.ncbi.nlm.nih.gov/pubmed/10911865
https://doi.org/10.1038/nrn3785
http://www.ncbi.nlm.nih.gov/pubmed/25234264
https://doi.org/10.1002/cne.20796
http://www.ncbi.nlm.nih.gov/pubmed/16304624
https://doi.org/10.1016/j.neubiorev.2011.09.005
https://doi.org/10.1016/j.neubiorev.2011.09.005
http://www.ncbi.nlm.nih.gov/pubmed/21964564
https://doi.org/10.7554/eLife.06426
http://www.ncbi.nlm.nih.gov/pubmed/26052749
https://doi.org/10.1523/JNEUROSCI.3711-11.2012
http://www.ncbi.nlm.nih.gov/pubmed/22573677
https://doi.org/10.1016/j.nlm.2016.01.005
https://doi.org/10.1016/j.nlm.2016.01.005
http://www.ncbi.nlm.nih.gov/pubmed/26805590
https://doi.org/10.1152/jn.00077.2008
http://www.ncbi.nlm.nih.gov/pubmed/18385483
https://doi.org/10.1016/j.neuron.2011.10.014
https://doi.org/10.1016/j.neuron.2011.10.014
http://www.ncbi.nlm.nih.gov/pubmed/22196329
https://doi.org/10.1007/s00429-015-1084-x
http://www.ncbi.nlm.nih.gov/pubmed/26206251
https://doi.org/10.1038/nrn3338
http://www.ncbi.nlm.nih.gov/pubmed/22992647
https://doi.org/10.1162/jocn%5Fa%5F01345
https://doi.org/10.1162/jocn%5Fa%5F01345
http://www.ncbi.nlm.nih.gov/pubmed/30240315
https://doi.org/10.7554/eLife.05025
https://doi.org/10.7554/eLife.05025
http://www.ncbi.nlm.nih.gov/pubmed/25584461
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

32.

33.

34.

35.

36.

37.

38.

39.

40.

M,

42,

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

Hsieh LT, Gruber MJ, Jenkins LJ, Ranganath C. Hippocampal Activity Patterns Carry Information
about Objects in Temporal Context. Neuron. 2014; 81:1165-78. https://doi.org/10.1016/j.neuron.
2014.01.015 PMID: 24607234

Kim S, Nilakantan AS, Hermiller MS, Palumbo RT, VanHaerents S, Voss JL. Selective and coherent
activity increases due to stimulation indicate functional distinctions between episodic memory net-
works. Sci Adv. 2018; 4:1-10. https://doi.org/10.1126/sciadv.aar2768 PMID: 30140737

Warren KN, Hermiller MS, Nilakantan AS, Voss JL. Stimulating the Hippocampal posteriormedial net-
work enhances task-dependent connectivity and memory. Elife. 2019; 8:1-21. https://doi.org/10.7554/
eLife.49458 PMID: 31724946

Maass A, Berron D, Harrison TM, Adams JN, La Joie R, Baker S, et al. Alzheimer’s pathology targets
distinct memory networks in the ageing brain. Brain. 2019; 142:2492-509. https://doi.org/10.1093/
brain/awz154 PMID: 31199481

Berron D, van Westen D, Ossenkoppele R, Strandberg O, Hansson O. Medial temporal lobe connec-
tivity and its associations with cognition in early Alzheimer’s disease. Brain. 2020; 143:1233—48.
https://doi.org/10.1093/brain/awaa068 PMID: 32252068

Adams JN, Maass A, Harrison TM, Baker SL, Jagust WJ. Cortical tau deposition follows patterns of
entorhinal functional connectivity in aging. Elife. 2019; 8:1-22. https://doi.org/10.7554/eLife.49132
PMID: 31475904

Ritchey M, Cooper RA. Deconstructing the Posterior Medial Episodic Network. Trends Cogn Sci.
2020:1-15. https://doi.org/10.1016/j.tics.2020.03.006 PMID: 32340798

Gurguryan L, Sheldon S. Retrieval orientation alters neural activity during autobiographical memory
recollection. Neuroimage. 2019; 199:534—44. https://doi.org/10.1016/j.neuroimage.2019.05.077
PMID: 31152842

Bonasia K, Sekeres MJ, Gilboa A, Grady CL, Winocur G, Moscovitch M. Prior knowledge modulates
the neural substrates of encoding and retrieving naturalistic events at short and long delays. Neurobiol
Learn Mem. 2018; 153:26-39. https://doi.org/10.1016/j.nIm.2018.02.017 PMID: 29474955

Andrews-Hanna JR, Reidler JS, Sepulcre J, Poulin R, Buckner RL. Functional-Anatomic Fractionation
of the Brain’s Default Network. Neuron. 2010; 65:550-62. https://doi.org/10.1016/j.neuron.2010.02.
005 PMID: 20188659

Yeo BTT, Krienen FM, Sepulcre J, Sabuncu MR, Lashkari D, Hollinshead M, et al. The organization of
the human cerebral cortex estimated by intrinsic functional connectivity. J Neurophysiol. 2011;
106:1125-65. https://doi.org/10.1152/jn.00338.2011 PMID: 21653723

De Chastelaine M, Rugg MD. The relationship between task-related and subsequent memory effects.
Hum Brain Mapp. 2014; 35:3687—-700. https://doi.org/10.1002/hbm.22430 PMID: 24615858

Morcom AM, Fletcher PC. Does the brain have a baseline? Why we should be resisting a rest. Neuro-
image. 2007; 37:1073-82. https://doi.org/10.1016/j.neuroimage.2006.09.013 PMID: 17052921

JiJL, Spronk M, Kulkarni K, Repovs$ G, Anticevic A, Cole MW. Mapping the human brain’s cortical-sub-
cortical functional network organization. Neuroimage. 2019; 185:35-57. https://doi.org/10.1016/j.
neuroimage.2018.10.006 PMID: 30291974

Glasser MF, Coalson TS, Robinson EC, Hacker CD, Harwell J, Yacoub E, et al. A multi-modal parcel-
lation of human cerebral cortex. Nature. 2016; 108:125-38. https://doi.org/10.1038/nature18933
PMID: 27437579

Blondel VD, Guillaume JL, Lambiotte R, Lefebvre E. Fast unfolding of communities in large networks.
J Stat Mech Theory Exp. 2008;2008. https://doi.org/10.1088/1742-5468/2008/10/P10008

Traud AL, Kelsic ED, Mucha PJ, Porter MA. Comparing community structure to characteristics in
online collegiate social networks. SIAM Rev. 2011; 53:526—43. https://doi.org/10.1137/080734315

Gordon EM, Laumann TO, Gilmore AW, Newbold DJ, Greene DJ, Berg JJ, et al. Precision Functional
Mapping of Individual Human Brains. Neuron. 2017; 95: 791-807.e7. https://doi.org/10.1016/j.neuron.
2017.07.011 PMID: 28757305

Cole MW, Bassett DS, Power JD, Braver TS, Petersen SE. Intrinsic and task-evoked network architec-
tures of the human brain. Neuron. 2014; 83:238-51. https://doi.org/10.1016/j.neuron.2014.05.014
PMID: 24991964

Gilmore AW, Nelson SM, McDermott KB. The Contextual Association Network Activates More for
Remembered than for Imagined Events. Cereb Cortex. 2016; 26:611-7. hitps://doi.org/10.1093/
cercor/bhu223 PMID: 25260708

Silson EH, Steel A, Kidder A, Gilmore AW, Baker Cl. Distinct subdivisions of human medial parietal
cortex support recollection of people and places. Elife. 2019; 8:554915. https://doi.org/10.7554/eLife.
47391 PMID: 31305238

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 29/34


https://doi.org/10.1016/j.neuron.2014.01.015
https://doi.org/10.1016/j.neuron.2014.01.015
http://www.ncbi.nlm.nih.gov/pubmed/24607234
https://doi.org/10.1126/sciadv.aar2768
http://www.ncbi.nlm.nih.gov/pubmed/30140737
https://doi.org/10.7554/eLife.49458
https://doi.org/10.7554/eLife.49458
http://www.ncbi.nlm.nih.gov/pubmed/31724946
https://doi.org/10.1093/brain/awz154
https://doi.org/10.1093/brain/awz154
http://www.ncbi.nlm.nih.gov/pubmed/31199481
https://doi.org/10.1093/brain/awaa068
http://www.ncbi.nlm.nih.gov/pubmed/32252068
https://doi.org/10.7554/eLife.49132
http://www.ncbi.nlm.nih.gov/pubmed/31475904
https://doi.org/10.1016/j.tics.2020.03.006
http://www.ncbi.nlm.nih.gov/pubmed/32340798
https://doi.org/10.1016/j.neuroimage.2019.05.077
http://www.ncbi.nlm.nih.gov/pubmed/31152842
https://doi.org/10.1016/j.nlm.2018.02.017
http://www.ncbi.nlm.nih.gov/pubmed/29474955
https://doi.org/10.1016/j.neuron.2010.02.005
https://doi.org/10.1016/j.neuron.2010.02.005
http://www.ncbi.nlm.nih.gov/pubmed/20188659
https://doi.org/10.1152/jn.00338.2011
http://www.ncbi.nlm.nih.gov/pubmed/21653723
https://doi.org/10.1002/hbm.22430
http://www.ncbi.nlm.nih.gov/pubmed/24615858
https://doi.org/10.1016/j.neuroimage.2006.09.013
http://www.ncbi.nlm.nih.gov/pubmed/17052921
https://doi.org/10.1016/j.neuroimage.2018.10.006
https://doi.org/10.1016/j.neuroimage.2018.10.006
http://www.ncbi.nlm.nih.gov/pubmed/30291974
https://doi.org/10.1038/nature18933
http://www.ncbi.nlm.nih.gov/pubmed/27437579
https://doi.org/10.1088/1742-5468/2008/10/P10008
https://doi.org/10.1137/080734315
https://doi.org/10.1016/j.neuron.2017.07.011
https://doi.org/10.1016/j.neuron.2017.07.011
http://www.ncbi.nlm.nih.gov/pubmed/28757305
https://doi.org/10.1016/j.neuron.2014.05.014
http://www.ncbi.nlm.nih.gov/pubmed/24991964
https://doi.org/10.1093/cercor/bhu223
https://doi.org/10.1093/cercor/bhu223
http://www.ncbi.nlm.nih.gov/pubmed/25260708
https://doi.org/10.7554/eLife.47391
https://doi.org/10.7554/eLife.47391
http://www.ncbi.nlm.nih.gov/pubmed/31305238
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

Peer M, Salomon R, Goldberg |, Blanke O, Arzy S. Brain system for mental orientation in space, time,
and person. Proc Natl Acad Sci U S A. 2015; 112:11072—7. https://doi.org/10.1073/pnas.1504242112
PMID: 26283353

Jacomy M, Venturini T, Heymann S, Bastian M. ForceAtlas2, a continuous graph layout algorithm for
handy network visualization designed for the Gephi software. PLoS ONE. 2014; 9:1-12. https://doi.
org/10.1371/journal.pone.0098679 PMID: 24914678

Fischl B, Salat DH, Busa E, Albert M, Dieterich M, Haselgrove C, et al. Whole brain segmentation:
automated labeling of neuroanatomical structures in the human brain. Neuron. 2002; 33:341-55.
https://doi.org/10.1016/s0896-6273(02)00569-x PMID: 11832223

Vincent JL, Snyder AZ, Fox MD, Shannon BJ, Andrews JR, Raichle ME, et al. Coherent Spontaneous
Activity Identifies a Hippocampal-Parietal Memory Network. J Neurophysiol. 2006; 96:3517-31.
https://doi.org/10.1152/jn.00048.2006 PMID: 16899645

Graham KS, Barense MD, Lee ACH. Going beyond LTM in the MTL: A synthesis of neuropsychologi-
cal and neuroimaging findings on the role of the medial temporal lobe in memory and perception. Neu-
ropsychologia. 2010; 48:831-53. https://doi.org/10.1016/j.neuropsychologia.2010.01.001 PMID:
20074580

Baldassano C, Chen J, Zadbood A, Pillow JW, Hasson U, Norman KA. Discovering Event Structure in
Continuous Narrative Perception and Memory. Neuron. 2017; 95:709-21.e5. https://doi.org/10.1016/j.
neuron.2017.06.041 PMID: 28772125

Rubinov M, Sporns O. Complex network measures of brain connectivity: Uses and interpretations.
Neuroimage. 2010; 52:1059-69. https://doi.org/10.1016/j.neuroimage.2009.10.003 PMID: 19819337

Gordon EM, Lynch CJ, Gratton C, Laumann TO, Gilmore AW, Greene DJ, et al. Three Distinct Sets of
Connector Hubs Integrate Human Brain Function. Cell Rep. 2018; 24:1687-95.e4. https://doi.org/10.
1016/j.celrep.2018.07.050 PMID: 30110625

Diana RA, Yonelinas AP, Ranganath C. Imaging recollection and familiarity in the medial temporal
lobe: a three-component model. Trends Cogn Sci. 2007; 11:379-86. https://doi.org/10.1016/j.tics.
2007.08.001 PMID: 17707683

Lynch CJ, Breeden AL, Gordon EM, Cherry JBC, Turkeltaub PE, Vaidya CJ. Precision Inhibitory Stim-
ulation of Individual-Specific Cortical Hubs Disrupts Information Processing in Humans. Cereb Cortex.
2019; 29:3912-21. https://doi.org/10.1093/cercor/bhy270 PMID: 30364937

Warren DE, Power JD, Bruss J, Denburg NL, Waldron EJ, Sun H, et al. Network measures predict
neuropsychological outcome after brain injury. Proc Natl Acad Sci U S A. 2014; 111:14247-52. https://
doi.org/10.1073/pnas.1322173111 PMID: 25225403

Gratton C, Nomura EM, Pérez F, D’Esposito M. Focal brain lesions to critical locations cause wide-
spread disruption of the modular organization of the brain. J Cogn Neurosci. 2012; 24:1275-85.
https://doi.org/10.1162/jocn_a_00222 PMID: 22401285

Bertolero MA, Yeo BTT, D’Esposito M. The diverse club. Nat Commun. 2017; 8:1-10. https://doi.org/
10.1038/s41467-016-0009-6 PMID: 28232747

Frank LE, Bowman CR, Zeithamova D. Differential Functional Connectivity along the Long Axis of the
Hippocampus Aligns with Differential Role in Memory Specificity and Generalization. J Cogn Neurosci.
2019; 31:1958-75. https://doi.org/10.1162/jocn_a_01457 PMID: 31397613

Przezdzik I, Faber M, Fernandez G, Beckmann CF, Haak KV. The functional organisation of the hippo-
campus along its long axis is gradual and predicts recollection. Cortex. 2019; 119:324-35. https://doi.
org/10.1016/j.cortex.2019.04.015 PMID: 31181420

McAndrews MP, Cohn M. Neuropsychology in Temporal Lobe Epilepsy: Influences from Cognitive
Neuroscience and Functional Neuroimaging. Epilepsy Res Treat. 2012; 2012:1-13. https://doi.org/10.
1155/2012/925238 PMID: 22957249

Miller J, Watrous AJ, Tsitsiklis M, Lee SA, Sheth SA, Schevon CA, et al. Lateralized hippocampal oscil-
lations underlie distinct aspects of human spatial memory and navigation. Nat Commun. 2018;9.
https://doi.org/10.1038/s41467-017-01881-x PMID: 29339724

Igldi K, Doeller CF, Berthoz A, Rondi-Reig L, Burgess N. Lateralized human hippocampal activity pre-
dicts navigation based on sequence or place memory. Proc Natl Acad Sci U S A. 2010; 107:14466—
71. https://doi.org/10.1073/pnas.1004243107 PMID: 20660746

Mizrak E, Bouffard NR, Libby LA, Boorman E, Ranganath C. Representation of Task Structure in
Human Hippocampus. bioRxiv. 2019:794305. https://doi.org/10.1101/794305

Inhoff M, Libby L, Noguchi T, Love B, Ranganath C. Dynamic integration of conceptual information
during learning. PLoS ONE. 2018; 13:1-26. https://doi.org/10.1371/journal.pone.0207357 PMID:
30427917

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 30/34


https://doi.org/10.1073/pnas.1504242112
http://www.ncbi.nlm.nih.gov/pubmed/26283353
https://doi.org/10.1371/journal.pone.0098679
https://doi.org/10.1371/journal.pone.0098679
http://www.ncbi.nlm.nih.gov/pubmed/24914678
https://doi.org/10.1016/s0896-6273%2802%2900569-x
http://www.ncbi.nlm.nih.gov/pubmed/11832223
https://doi.org/10.1152/jn.00048.2006
http://www.ncbi.nlm.nih.gov/pubmed/16899645
https://doi.org/10.1016/j.neuropsychologia.2010.01.001
http://www.ncbi.nlm.nih.gov/pubmed/20074580
https://doi.org/10.1016/j.neuron.2017.06.041
https://doi.org/10.1016/j.neuron.2017.06.041
http://www.ncbi.nlm.nih.gov/pubmed/28772125
https://doi.org/10.1016/j.neuroimage.2009.10.003
http://www.ncbi.nlm.nih.gov/pubmed/19819337
https://doi.org/10.1016/j.celrep.2018.07.050
https://doi.org/10.1016/j.celrep.2018.07.050
http://www.ncbi.nlm.nih.gov/pubmed/30110625
https://doi.org/10.1016/j.tics.2007.08.001
https://doi.org/10.1016/j.tics.2007.08.001
http://www.ncbi.nlm.nih.gov/pubmed/17707683
https://doi.org/10.1093/cercor/bhy270
http://www.ncbi.nlm.nih.gov/pubmed/30364937
https://doi.org/10.1073/pnas.1322173111
https://doi.org/10.1073/pnas.1322173111
http://www.ncbi.nlm.nih.gov/pubmed/25225403
https://doi.org/10.1162/jocn%5Fa%5F00222
http://www.ncbi.nlm.nih.gov/pubmed/22401285
https://doi.org/10.1038/s41467-016-0009-6
https://doi.org/10.1038/s41467-016-0009-6
http://www.ncbi.nlm.nih.gov/pubmed/28232747
https://doi.org/10.1162/jocn%5Fa%5F01457
http://www.ncbi.nlm.nih.gov/pubmed/31397613
https://doi.org/10.1016/j.cortex.2019.04.015
https://doi.org/10.1016/j.cortex.2019.04.015
http://www.ncbi.nlm.nih.gov/pubmed/31181420
https://doi.org/10.1155/2012/925238
https://doi.org/10.1155/2012/925238
http://www.ncbi.nlm.nih.gov/pubmed/22957249
https://doi.org/10.1038/s41467-017-01881-x
http://www.ncbi.nlm.nih.gov/pubmed/29339724
https://doi.org/10.1073/pnas.1004243107
http://www.ncbi.nlm.nih.gov/pubmed/20660746
https://doi.org/10.1101/794305
https://doi.org/10.1371/journal.pone.0207357
http://www.ncbi.nlm.nih.gov/pubmed/30427917
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

73.

74.

75.

76.

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

87.

88.

89.

90.

91.

92,

93.

Yarkoni T, Poldrack RA, Nichols TE, Essen DC, Van Wager TD. Large-scale automated synthesis of
human functional neuroimaging data. Nat Methods. 2011;8. https://doi.org/10.1038/nmeth.1830
PMID: 22205510

Kahn I, Shohamy D. Intrinsic connectivity between the hippocampus, nucleus accumbens, and ventral
tegmental area in humans. Hippocampus. 2013; 23:187-92. https://doi.org/10.1002/hipo.22077
PMID: 23129267

Kravitz DJ, Saleem KS, Baker Cl. Mishkin M. A new neural framework for visuospatial processing. Nat
Rev Neurosci. 2011; 12:217-30. https://doi.org/10.1038/nrn3008 PMID: 21415848

Gordon EM, Laumann TO, Adeyemo B, Petersen SE. Individual Variability of the System-Level Orga-
nization of the Human Brain. Cereb Cortex. 2017; 27:386-99. https://doi.org/10.1093/cercor/bhv239
PMID: 26464473

Smith SM, Fox PT, Miller KL, Glahn DC, Fox PM, Mackay CE, et al. Correspondence of the brain’s
functional architecture during activation and rest. Proc Natl Acad Sci U S A. 2009; 106:13040-5.
https://doi.org/10.1073/pnas.0905267106 PMID: 19620724

Reagh ZM, Ranganath C. What does the functional organization of cortico-hippocampal networks tell
us about the functional organization of memory? Neurosci Lett. 2018; 680:69—-76. https://doi.org/10.
1016/j.neulet.2018.04.050 PMID: 29704572

Suzuki WL, Amaral DG. Perirhinal and parahippocampal cortices of the macaque monkey: Cortical
afferents. J Comp Neurol. 1994; 350:497-533. https://doi.org/10.1002/cne.903500402 PMID:
7890828

Lavenex P, Suzuki WA, Amaral DG. Perirhinal and parahippocampal cortices of the macaque monkey:
Projections to the neocortex. J Comp Neurol. 2002; 447:394—420. https://doi.org/10.1002/cne.10243
PMID: 11992524

Zhuo J, FanL, LiuY, Zhang Y, Yu C, Jiang T. Connectivity profiles reveal a transition subarea in the
parahippocampal region that integrates the anterior temporal—-posterior medial systems. J Neurosci.
2016; 36:2782-95. https://doi.org/10.1523/JNEUROSCI.1975-15.2016 PMID: 26937015

Verfaellie M, Koseff P, Alexander MP. Acquisition of novel semantic information in amnesia: Effects of
lesion location. Neuropsychologia. 2000; 38:484-92. https://doi.org/10.1016/s0028-3932(99)00089-5
PMID: 10683398

Tulving E, Markowitsch HJ. Memory beyond the hippocampus. Curr Opin Neurobiol. 1997; 7:209-16.
https://doi.org/10.1016/s0959-4388(97)80009-8 PMID: 9142753

Warrington EK, Weiskrantz L. Amnesia: a disconnection syndrome? Neuropsychologia. 1982;
20:233-48. https://doi.org/10.1016/0028-3932(82)90099-9 PMID: 7121792

Aggleton JP. Understanding anterograde amnesia: disconnections and hidden lesions. Q J Exp Psy-
chol. 2008; 61:1441-71. https://doi.org/10.1080/17470210802215335 PMID: 18671169

Franklin NT, Norman KA, Ranganath C, Zacks JM, Gershman SJ. Structured Event Memory: A neuro-
symbolic model of event cognition. Psychol Rev. 2020; 127:327—-61. https://doi.org/10.1037/
rev0000177 PMID: 32223284

De Simoni S, Grover PJ, Jenkins PO, Honeyfield L, Quest RA, Ross E, et al. Disconnection between
the default mode network and medial temporal lobes in post-traumatic amnesia. Brain. 2016;
139:3137-50. https://doi.org/10.1093/brain/aww241 PMID: 27797805

Chrastil ER, Tobyne SM, Nauer RK, Chang AE, Stern CE. Converging meta-analytic and connectomic
evidence for functional subregions within the human retrosplenial region. Behav Neurosci. 2018;
132:339-55. https://doi.org/10.1037/bne0000278 PMID: 30321025

Ryan JD, Shen K, Liu ZX. The intersection between the oculomotor and hippocampal memory sys-
tems: empirical developments and clinical implications. Ann N 'Y Acad Sci. 2020; 1464:115-41. https://
doi.org/10.1111/nyas.14256 PMID: 31617589

Margulies DS, Ghosh SS, Goulas A, Falkiewicz M, Huntenburg JM, Langs G, et al. Situating the
default-mode network along a principal gradient of macroscale cortical organization. Proc Natl Acad
Sci U S A.2016; 113:12574-9. https://doi.org/10.1073/pnas.1608282113 PMID: 27791099

Baldassano C, Hasson U, Norman KA. Representation of Real-World Event Schemas during Narra-
tive Perception. J Neurosci. 2018; 38:9689-99. https://doi.org/10.1523/JNEUROSCI.0251-18.2018
PMID: 30249790

Reagh ZM, Ranganath C. A cortico-hippocampal scaffold for representing and recalling lifelike events.
bioRxiv. 2021:2021.04.16.439894.

Frankland SM, Greene. Concepts and Compositionality: In Search of the Brain’s Language of
Thought. Annu Rev Psychol. 2020; 71:273-303. https://doi.org/10.1146/annurev-psych-122216-
011829 PMID: 31550985

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 31/34


https://doi.org/10.1038/nmeth.1830
http://www.ncbi.nlm.nih.gov/pubmed/22205510
https://doi.org/10.1002/hipo.22077
http://www.ncbi.nlm.nih.gov/pubmed/23129267
https://doi.org/10.1038/nrn3008
http://www.ncbi.nlm.nih.gov/pubmed/21415848
https://doi.org/10.1093/cercor/bhv239
http://www.ncbi.nlm.nih.gov/pubmed/26464473
https://doi.org/10.1073/pnas.0905267106
http://www.ncbi.nlm.nih.gov/pubmed/19620724
https://doi.org/10.1016/j.neulet.2018.04.050
https://doi.org/10.1016/j.neulet.2018.04.050
http://www.ncbi.nlm.nih.gov/pubmed/29704572
https://doi.org/10.1002/cne.903500402
http://www.ncbi.nlm.nih.gov/pubmed/7890828
https://doi.org/10.1002/cne.10243
http://www.ncbi.nlm.nih.gov/pubmed/11992524
https://doi.org/10.1523/JNEUROSCI.1975-15.2016
http://www.ncbi.nlm.nih.gov/pubmed/26937015
https://doi.org/10.1016/s0028-3932%2899%2900089-5
http://www.ncbi.nlm.nih.gov/pubmed/10683398
https://doi.org/10.1016/s0959-4388%2897%2980009-8
http://www.ncbi.nlm.nih.gov/pubmed/9142753
https://doi.org/10.1016/0028-3932%2882%2990099-9
http://www.ncbi.nlm.nih.gov/pubmed/7121792
https://doi.org/10.1080/17470210802215335
http://www.ncbi.nlm.nih.gov/pubmed/18671169
https://doi.org/10.1037/rev0000177
https://doi.org/10.1037/rev0000177
http://www.ncbi.nlm.nih.gov/pubmed/32223284
https://doi.org/10.1093/brain/aww241
http://www.ncbi.nlm.nih.gov/pubmed/27797805
https://doi.org/10.1037/bne0000278
http://www.ncbi.nlm.nih.gov/pubmed/30321025
https://doi.org/10.1111/nyas.14256
https://doi.org/10.1111/nyas.14256
http://www.ncbi.nlm.nih.gov/pubmed/31617589
https://doi.org/10.1073/pnas.1608282113
http://www.ncbi.nlm.nih.gov/pubmed/27791099
https://doi.org/10.1523/JNEUROSCI.0251-18.2018
http://www.ncbi.nlm.nih.gov/pubmed/30249790
https://doi.org/10.1146/annurev-psych-122216-011829
https://doi.org/10.1146/annurev-psych-122216-011829
http://www.ncbi.nlm.nih.gov/pubmed/31550985
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

94,

95.

96.

97.

98.

99.

100.

101.

102.

103.

104.

105.

106.

107.

108.

109.

110.

111.

112.

Chen J, Leong YC, Honey CJ, Yong CH, Norman KA, Hasson U. Shared memories reveal shared
structure in neural activity across individuals. Nat Neurosci. 2017; 20:115-25. https://doi.org/10.1038/
nn.4450 PMID: 27918531

Gordon EM, Laumann TO, Marek S, Raut RV, Gratton C, Newbold DJ, et al. Default-mode network
streams for coupling to language and control systems. Proc Natl Acad Sci U S A. 2020; 117:17308—
19. https://doi.org/10.1073/pnas.2005238117 PMID: 32632019

Carmichael ST, Price JL. Sensory and premotor connections of the orbital and medial prefrontal cortex
of macaque monkeys. J Comp Neurol. 1995; 363:642—64. https://doi.org/10.1002/cne.903630409
PMID: 8847422

Suzuki WA, Amaral DG. Topographic organization of the reciprocal connections between the monkey
entorhinal cortex and the perirhinal and parahippocampal cortices. J Neurosci. 1994; 14:1856-77.
https://doi.org/10.1523/JNEUROSCI.14-03-01856.1994 PMID: 8126576

Marek S, Tervo-Clemmens B, Nielsen AN, Wheelock MD, Miller RL, Laumann TO, et al. Identifying
reproducible individual differences in childhood functional brain networks: An ABCD study. Dev Cogn
Neurosci. 2019;40. https://doi.org/10.1016/j.dcn.2019.100706 PMID: 31614255

Bota M, Sporns O, Swanson LW. Architecture of the cerebral cortical association connectome underly-
ing cognition. Proc Natl Acad Sci U S A. 2015; 112:E2093-101. https://doi.org/10.1073/pnas.
1504394112 PMID: 25848037

McCormick C, Ciaramelli E, De Luca F, Maguire EA. Comparing and contrasting the cognitive effects
of hippocampal and ventromedial prefrontal cortex damage: A review of human lesion studies. Neuro-
science 2017. https://doi.org/10.1016/j.neuroscience.2017.07.066 PMID: 28827088

Wikenheiser AM, Schoenbaum G. Over the river, through the woods: Cognitive maps in the hippocam-
pus and orbitofrontal cortex. Nat Rev Neurosci. 2016; 17:513-23. https://doi.org/10.1038/nrn.2016.56
PMID: 27256552

Biderman N, Bakkour A, Shohamy D. What Are Memories For? The Hippocampus Bridges Past Expe-
rience with Future Decisions. Trends Cogn Sci. 2020; 24:542-56. https://doi.org/10.1016/j.tics.2020.
04.004 PMID: 32513572

Kondo H, Lavenex P, Amaral DG. Intrinsic connections of the macaque monkey hippocampal forma-
tion: Il. CA3 connections. J Comp Neurol. 2009; 377:NA-NA. https://doi.org/10.1002/cne.22056
PMID: 19425110

Brunec IK, Bellana B, Ozubko JD, Man V, Robin J, Liu ZX, et al. Multiple Scales of Representation
along the Hippocampal Anteroposterior Axis in Humans. Curr Biol. 2018; 28:2129-35.e6. https://doi.
org/10.1016/j.cub.2018.05.016 PMID: 29937352

Vogel JW, La Joie R, Grothe MJ, Diaz-Papkovich A, Doyle A, Vachon-Presseau E, et al. A molecular
gradient along the longitudinal axis of the human hippocampus informs large-scale behavioral sys-
tems. Nat Commun. 2020; 11:1-17. https://doi.org/10.1038/s41467-019-13993-7 PMID: 31911652

Barnett AJ, Man V, McAndrews MP. Parcellation of the Hippocampus Using Resting Functional Con-
nectivity in Temporal Lobe Epilepsy. Front Neurol. 2019; 10:1-12. https://doi.org/10.3389/fneur.2019.
00001 PMID: 30761061

Grady CL. Meta-analytic and functional connectivity evidence from functional magnetic resonance
imaging for an anterior to posterior gradient of function along the hippocampal axis. Hippocampus.
2019:1-16. https://doi.org/10.1002/hipo.23164 PMID: 31589003

Fanselow MS, Dong HW. Are the Dorsal and Ventral Hippocampus Functionally Distinct Structures?
Neuron. 2010; 65:7—19. https://doi.org/10.1016/j.neuron.2009.11.031 PMID: 20152109

Olson IR, McCoy D, Klobusicky E, Ross LA. Social cognition and the anterior temporal lobes: A review
and theoretical framework. Soc Cogn Affect Neurosci. 2013; 8:123-33. https://doi.org/10.1093/scan/
nss119 PMID: 23051902

Cohn M, St-Laurent M, Barnett A, McAndrews MP. Social inference deficits in temporal lobe epilepsy
and lobectomy: Risk factors and neural substrates. Soc Cogn Affect Neurosci. 2015; 10:636—44.
https://doi.org/10.1093/scan/nsu101 PMID: 25062843

DiNicola LM, Braga RM, Buckner RL. Parallel distributed networks dissociate episodic and social func-
tions within the individual. J Neurophysiol. 2020; 123:1144-79. https://doi.org/10.1152/jn.00529.2019
PMID: 32049593

Andrews-Hanna JR, Saxe R, Yarkoni T. Contributions of episodic retrieval and mentalizing to autobio-
graphical thought: Evidence from functional neuroimaging, resting-state connectivity, and fMRI meta-
analyses. Neuroimage. 2014; 91:324-35. https://doi.org/10.1016/j.neuroimage.2014.01.032 PMID:
24486981

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 32/34


https://doi.org/10.1038/nn.4450
https://doi.org/10.1038/nn.4450
http://www.ncbi.nlm.nih.gov/pubmed/27918531
https://doi.org/10.1073/pnas.2005238117
http://www.ncbi.nlm.nih.gov/pubmed/32632019
https://doi.org/10.1002/cne.903630409
http://www.ncbi.nlm.nih.gov/pubmed/8847422
https://doi.org/10.1523/JNEUROSCI.14-03-01856.1994
http://www.ncbi.nlm.nih.gov/pubmed/8126576
https://doi.org/10.1016/j.dcn.2019.100706
http://www.ncbi.nlm.nih.gov/pubmed/31614255
https://doi.org/10.1073/pnas.1504394112
https://doi.org/10.1073/pnas.1504394112
http://www.ncbi.nlm.nih.gov/pubmed/25848037
https://doi.org/10.1016/j.neuroscience.2017.07.066
http://www.ncbi.nlm.nih.gov/pubmed/28827088
https://doi.org/10.1038/nrn.2016.56
http://www.ncbi.nlm.nih.gov/pubmed/27256552
https://doi.org/10.1016/j.tics.2020.04.004
https://doi.org/10.1016/j.tics.2020.04.004
http://www.ncbi.nlm.nih.gov/pubmed/32513572
https://doi.org/10.1002/cne.22056
http://www.ncbi.nlm.nih.gov/pubmed/19425110
https://doi.org/10.1016/j.cub.2018.05.016
https://doi.org/10.1016/j.cub.2018.05.016
http://www.ncbi.nlm.nih.gov/pubmed/29937352
https://doi.org/10.1038/s41467-019-13993-7
http://www.ncbi.nlm.nih.gov/pubmed/31911652
https://doi.org/10.3389/fneur.2019.00001
https://doi.org/10.3389/fneur.2019.00001
http://www.ncbi.nlm.nih.gov/pubmed/30761061
https://doi.org/10.1002/hipo.23164
http://www.ncbi.nlm.nih.gov/pubmed/31589003
https://doi.org/10.1016/j.neuron.2009.11.031
http://www.ncbi.nlm.nih.gov/pubmed/20152109
https://doi.org/10.1093/scan/nss119
https://doi.org/10.1093/scan/nss119
http://www.ncbi.nlm.nih.gov/pubmed/23051902
https://doi.org/10.1093/scan/nsu101
http://www.ncbi.nlm.nih.gov/pubmed/25062843
https://doi.org/10.1152/jn.00529.2019
http://www.ncbi.nlm.nih.gov/pubmed/32049593
https://doi.org/10.1016/j.neuroimage.2014.01.032
http://www.ncbi.nlm.nih.gov/pubmed/24486981
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

113.

114.

115.

116.

117.

118.

119.
120.

121.

122,

123.

124.

125.

126.

127.

128.

129.
130.

131.

132.

133.

134.

Lee S, Parthasarathi T, Kable JW. The dorsal and ventral default mode networks are dissociably mod-
ulated by the valence and vividness of imagined events. bioRxiv. 2020:2020.05.21.109728. https://doi.
org/10.1523/JNEUROSCI.1273-20.2021 PMID: 34001631

Nawa NE, Ando H. Effective connectivity within the ventromedial prefrontal cortex-hippocampus-
amygdala network during the elaboration of emotional autobiographical memories. Neuroimage.
2019; 189:316-28. https://doi.org/10.1016/j.neuroimage.2019.01.042 PMID: 30665009

Franzmeier N, Neitzel J, Rubinski A, Smith R, Strandberg O, Ossenkoppele R, et al. Functional brain
architecture is associated with the rate of tau accumulation in Alzheimer’s disease. Nat Commun.
2020; 11:1-17. https://doi.org/10.1038/s41467-019-13993-7 PMID: 31911652

Hayes SM, Salat DH, Verfaellie M. Default network connectivity in medial temporal lobe amnesia. J
Neurosci. 2012; 32:14622-30. https://doi.org/10.1523/JNEUROSCI.0700-12.2012 PMID: 23077048

Power JD, Cohen AL, Nelson SM, Wig GS, Barnes KA, Church JA, et al. Functional Network Organi-
zation of the Human Brain. Neuron. 2011; 72:665—78. https://doi.org/10.1016/j.neuron.2011.09.006
PMID: 22099467

Gordon EM, Laumann TO, Adeyemo B, Gilmore AW, Nelson SM, Dosenbach NUF, et al. Individual-
specific features of brain systems identified with resting state functional correlations. Neuroimage.
2017; 146:918-39. https://doi.org/10.1016/j.neuroimage.2016.08.032 PMID: 27640749

Petersen S, Schlaggar B, Power J. “Washington University 120.” OpenNeuro; 2018.

Power JD, Schlaggar BL, Lessov-Schlaggar CN, Petersen SE. Evidence for hubs in human functional
brain networks. Neuron. 2013; 79:798-813. https://doi.org/10.1016/j.neuron.2013.07.035 PMID:
23972601

Esteban O, Markiewicz CJ, Blair RW, Moodie CA, Isik Al, Erramuzpe A, et al. fMRIPrep: a robust pre-
processing pipeline for functional MRI. Nat Methods. 2019; 16:111-6. https://doi.org/10.1038/s41592-
018-0235-4 PMID: 30532080

Esteban O, Blair R, Markiewicz CJ, Berleant SL, Moodie C, Ma F, et al. fMRIPrep: a robust prepro-
cessing pipeline for functional MRI. 2019 [cited 31 Mar 2020]. https://doi.org/10.1038/s41592-018-
0235-4 PMID: 30532080

Gorgolewski K, Burns CD, Madison C, Clark D, Halchenko YO, Waskom ML, et al. Nipype: A Flexible,
Lightweight and Extensible Neuroimaging Data Processing Framework in Python. Front Neuroinform.
2011;5. https://doi.org/10.3389/fninf.2011.00005 PMID: 21779242

Gorgolewski KJ, Esteban O, Markiewicz CJ, Ziegler E, Ellis DG, Jarecka D, et al. nipy/nipype: 1.2.0.
2019 [cited 31 Mar 2020]. https://doi.org/10.5281/ZENODO.2685428

Cox RW, Hyde JS. Software tools for analysis and visualization of fMRI data. NMR Biomed. 1997;
10:171-8. https://doi.org/10.1002/(sici)1099-1492(199706/08)10:4/5<171::aid-nbm453>3.0.co;2-|
PMID: 9430344

Jenkinson M. Smith S. A global optimisation method for robust affine registration of brain images. Med
Image Anal. 2001; 5:143-56. https://doi.org/10.1016/s1361-8415(01)00036-6 PMID: 11516708

Greve DN, Fischl B. Accurate and robust brain image alignment using boundary-based registration.
Neuroimage. 2009; 48:63—-72. https://doi.org/10.1016/j.neuroimage.2009.06.060 PMID: 19573611

Jenkinson M, Bannister P, Brady M, Smith S. Improved optimization for the robust and accurate linear
registration and motion correction of brain images. Neuroimage. 2002; 17:825—41. https://doi.org/10.
1016/s1053-8119(02)91132-8 PMID: 12377157

Lanczos C. Evaluation of noisy data. J Soc Ind Appl Math Ser B Numer Anal. 1964; 1:76-85.

Abraham A, Pedregosa F, Eickenberg M, Gervais P, Mueller A, Kossaifi J, et al. Machine learning for
neuroimaging with scikit-learn. Front Neuroinform. 2014;8. https://doi.org/10.3389/fninf.2014.00008
PMID: 24600385

Ciric R, Wolf DH, Power JD, Roalf DR, Baum GL, Ruparel K, et al. Benchmarking of participant-level
confound regression strategies for the control of motion artifact in studies of functional connectivity.
Neuroimage. 2017; 154:174-87. https://doi.org/10.1016/j.neuroimage.2017.03.020 PMID: 28302591

Weissenbacher A, Kasess C, Gerstl F, Lanzenberger R, Moser E, Windischberger C. Correlations
and anticorrelations in resting-state functional connectivity MRI: A quantitative comparison of prepro-
cessing strategies. Neuroimage. 2009; 47:1408-16. https://doi.org/10.1016/j.neuroimage.2009.05.
005 PMID: 19442749

Power JD, Mitra A, Laumann TO, Snyder AZ, Schlaggar BL, Petersen SE. Methods to detect, charac-
terize, and remove motion artifact in resting state fMRI. Neuroimage. 2014; 84:320—41. https://doi.org/
10.1016/j.neuroimage.2013.08.048 PMID: 23994314

Rubinov M, Sporns O. Weight-conserving characterization of complex functional brain networks. Neu-
roimage. 2011; 56:2068-79. https://doi.org/10.1016/j.neuroimage.2011.03.069 PMID: 21459148

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 33/34


https://doi.org/10.1523/JNEUROSCI.1273-20.2021
https://doi.org/10.1523/JNEUROSCI.1273-20.2021
http://www.ncbi.nlm.nih.gov/pubmed/34001631
https://doi.org/10.1016/j.neuroimage.2019.01.042
http://www.ncbi.nlm.nih.gov/pubmed/30665009
https://doi.org/10.1038/s41467-019-13993-7
http://www.ncbi.nlm.nih.gov/pubmed/31911652
https://doi.org/10.1523/JNEUROSCI.0700-12.2012
http://www.ncbi.nlm.nih.gov/pubmed/23077048
https://doi.org/10.1016/j.neuron.2011.09.006
http://www.ncbi.nlm.nih.gov/pubmed/22099467
https://doi.org/10.1016/j.neuroimage.2016.08.032
http://www.ncbi.nlm.nih.gov/pubmed/27640749
https://doi.org/10.1016/j.neuron.2013.07.035
http://www.ncbi.nlm.nih.gov/pubmed/23972601
https://doi.org/10.1038/s41592-018-0235-4
https://doi.org/10.1038/s41592-018-0235-4
http://www.ncbi.nlm.nih.gov/pubmed/30532080
https://doi.org/10.1038/s41592-018-0235-4
https://doi.org/10.1038/s41592-018-0235-4
http://www.ncbi.nlm.nih.gov/pubmed/30532080
https://doi.org/10.3389/fninf.2011.00005
http://www.ncbi.nlm.nih.gov/pubmed/21779242
https://doi.org/10.5281/ZENODO.2685428
https://doi.org/10.1002/%28sici%291099-1492%28199706/08%2910%3A4/5%26lt%3B171%3A%3Aaid-nbm453%26gt%3B3.0.co%3B2-l
http://www.ncbi.nlm.nih.gov/pubmed/9430344
https://doi.org/10.1016/s1361-8415%2801%2900036-6
http://www.ncbi.nlm.nih.gov/pubmed/11516708
https://doi.org/10.1016/j.neuroimage.2009.06.060
http://www.ncbi.nlm.nih.gov/pubmed/19573611
https://doi.org/10.1016/s1053-8119%2802%2991132-8
https://doi.org/10.1016/s1053-8119%2802%2991132-8
http://www.ncbi.nlm.nih.gov/pubmed/12377157
https://doi.org/10.3389/fninf.2014.00008
http://www.ncbi.nlm.nih.gov/pubmed/24600385
https://doi.org/10.1016/j.neuroimage.2017.03.020
http://www.ncbi.nlm.nih.gov/pubmed/28302591
https://doi.org/10.1016/j.neuroimage.2009.05.005
https://doi.org/10.1016/j.neuroimage.2009.05.005
http://www.ncbi.nlm.nih.gov/pubmed/19442749
https://doi.org/10.1016/j.neuroimage.2013.08.048
https://doi.org/10.1016/j.neuroimage.2013.08.048
http://www.ncbi.nlm.nih.gov/pubmed/23994314
https://doi.org/10.1016/j.neuroimage.2011.03.069
http://www.ncbi.nlm.nih.gov/pubmed/21459148
https://doi.org/10.1371/journal.pbio.3001275

PLOS BIOLOGY

Functionally distinct cortico-hippocampal networks

135.

136.

137.

138.

139.

Gratton C, Laumann TO, Nielsen AN, Greene DJ, Gordon EM, Gilmore AW, et al. Functional Brain
Networks Are Dominated by Stable Group and Individual Factors, Not Cognitive or Daily Variation.
Neuron. 2018; 98:439-52.e5. https://doi.org/10.1016/j.neuron.2018.03.035 PMID: 29673485

Seitzman BA, Gratton C, Marek S, Raut RV, Dosenbach NUF, Schlaggar BL, et al. A set of function-
ally-defined brain regions with improved representation of the subcortex and cerebellum. Neuroimage.
2020; 206:116290. https://doi.org/10.1016/j.neuroimage.2019.116290 PMID: 31634545

Bertolero MA, Yeo BTT, Bassett DS. D’Esposito M. A mechanistic model of connector hubs, modular-
ity and cognition. Nat Hum Behav. 2018; 2:765-77. https://doi.org/10.1038/s41562-018-0420-6 PMID:
30631825

Seabold S, Perktold J. Statsmodels: econometric and statistical modeling with python. Proc 9th
Python Sci Conf, June 28—July 3, Austin, Texas. 2010; 57-61.

Nili H, Wingdfield C, Walther A, Su L, Marslen-Wilson W, Kriegeskorte N. A Toolbox for Representa-
tional Similarity Analysis. PLoS Comput Biol. 2014; 10:e1003553. https://doi.org/10.1371/journal.pcbi.
1003553 PMID: 24743308

PLOS Biology | https://doi.org/10.1371/journal.pbio.3001275 June 2, 2021 34/34


https://doi.org/10.1016/j.neuron.2018.03.035
http://www.ncbi.nlm.nih.gov/pubmed/29673485
https://doi.org/10.1016/j.neuroimage.2019.116290
http://www.ncbi.nlm.nih.gov/pubmed/31634545
https://doi.org/10.1038/s41562-018-0420-6
http://www.ncbi.nlm.nih.gov/pubmed/30631825
https://doi.org/10.1371/journal.pcbi.1003553
https://doi.org/10.1371/journal.pcbi.1003553
http://www.ncbi.nlm.nih.gov/pubmed/24743308
https://doi.org/10.1371/journal.pbio.3001275

